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1 Sample summary

Main information about the sample CESC1.

1.1 Tumor and Germline information

Project(s): AgDisc_NeoTIL

WES Sequencing facility: ~ Microsynth

RNASeq Sequencing facility:  Health 2030 Genome Center-Geneva

The sample ID is: CESC1

The tumor ID is:  CESC1-A

The germline ID is: CESC1-PBMC

The RNASeq ID is: CESC1-A

Diagnosis: Epidermoid cervical carcinoma

TCGA Cancer type: Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma (Matched TCGA Cancer type)
Tumor purity estimated by Sequenza: 31.0% (reliable for samples with more than 30% of tumor content)
Mutational load estimation: 25.497 SM/Mb (based on high-confidence somatic mutations identified)

2 Aim of the analysis
NeoDisc Paper analysis

2.1 Bait used for library preparation

The bait used for the library preparation was: SureSelect_Exome_V7

3 Sequencing data Quality Controls

Analysis of the quality of the sequencing data, from FastQC. See sequencing.qcfail.com for more information.

3.1 Overview

Brief overview of the FastQC report (full germline and tumor reports available in the zip file, in html format). Only the most
important parameters are shown. The full FastQC report contain additional data and should be examinated if any of the reported
parameters failed.

v : Pass, ¢ : Warning, x : Fail

3.1.1 Germline

v Basic Statistics v Per tile sequence quality v Overrepresented sequences
v' Per base sequence quality v' Per sequence quality scores v' Adapter Content
3.1.2 Tumor


https://sequencing.qcfail.com/software/fastqc/

v' Basic Statistics v Per tile sequence quality v" Overrepresented sequences

v' Per base sequence quality v' Per sequence quality scores v" Adapter Content

4 HLA Typing

Summary of HLA typing data. Molecular and NGS (DNA and/or RNA) derived HLA typing on germline and tumor samples are
reported in the table below. In column Selected, HLA alleles available for predictions are highlighted in bold and alleles not
available are highlighted in jtalic. Alleles determined from molecular and NGS data in germline/tumor sample(s) are shown in
column(s) Molecular DNA and/or RNA, where color indicates if allele is identical or different from selected HLA alleles. LOH

means Loss of heterozygosity, i.e. the allele is lost.

Selected Molecular DNA RNA
Class Typing Typing CESC1-PBMC CESC1-A CESC1-A
A A*24:02 A*24:02 A*24:02 A*24:02 2] A*24:02 [0.58]
A A*31:01 A*31:01 A*31:01 A*31:01 [1] A*31:01 [0.42]
B B*35:43 B*35:43 B*35:43 B*35:43 [2] B*35:43 [0.49]
B B*51:01 B*51:01 B*51:12 B*51:01 [1] B*51:01 [0.51]
Cc C*01:02 C*01:02 C*01:02 C*01:02 [1] C*01:02 [0.42]
C C*15:02 C*15:02 C*15:02 C*15:02 [2] C*15:02 [0.58]
DPA1 | DPA1*01:03 | DPA1*01:03 DPA1*01:03 DPA1*01:03 [2] DPA1*01:03 [1.00]
DPA1 - - - - -
DPB1 || DPB1*04:01 || DPB1*04:01 DPB1*04:01 DPB1*04:01 [1] DPB1*04:01 [0.41]
DPB1 || DPB1*04:02 || DPB1*04:02 DPB1*04:02 DPB1*04:02 [1] DPB1*04:02 [0.59]
DQA1 | DQA1*03:01 || DQA1*03:01 DQA1*03:01 DQA1*03:01 [2] DQA1*03:01 [0.52]
DQA1 - DQA1*03:03 DQA1*03:03 DQA1*03:03 [0] (LOH) || DQA1*03:03 [0.48]
DQB1 || DQB1*03:01 || DQB1*03:01 || DQB1%03:01 DQB1¥03:01 [1] DQB1¥03:01 [0.55]
DQB1 || DQB1*03:02 || DQB1*03:02 || DQB1*03:02 DQB1*03:02 [2] DQB1*03:02 [0.45]
DRB1 || DRB1*04:04 || DRB1*04:04 DRB1*04:04 DRB1*04:04 [3] DRB1*04:04 [0.47]
DRB1 || DRB1*04:08 || DRB1*04:08 DRB1*04:08 DRB1*04:08 [1] DRB1*04:08 [0.53]
DRB3 - - - - -
DRB3 - - - - -
DRB4 || DRB4*01:03 || DRB4*01:03 DRB4*01:03 DRB4*01:03 [2] DRB4*01:03 [1.00]
DRB4 - - - - -
DRB5 - - - - -
DRB5 - - - - -

5 Antigens presentation machinery

Analysis of presentation-machinery associated pathways. Bulk-RNASEQ derived expression and mutations in each gene associated
to each pathway is summarized in the table below. Genes expression from bulk RNASEQ is compared to GTEx (Cervix - Ectocervix)
and TCGA (Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma) expression and is reported in the associated
figure and table. In the table, GTEx and TCGA 25-75 percentiles TPM expression values are reported



<
oy
x L U
w m E
m (=]
- — .
H el F
s e 3
Bs g
53 = i
& —d L
A
£ ==L, F
— a3t
i =
F
= =
=
AeT—
s Tt
L L F
alc K= -
I — L
54 e
a3 = L
o
P —i |
: L=
E =" e -
T B
Sy
—e F
——— L
L ,.wﬂo.l
= F
e
=y
c - a
2e ol [
ne -
HE B aani= F
as r—
anwg_ \n/ = B
L] e —
= Fanl r
'1‘ [
1] F
P =———==ug
—ee— |
B par——4
——a
o -
=] Y= [
0T _
£: == F
Eg ——— -
cE ——— L
& prc——
¥ =
S —— F
——— F
——gEti
\\. —— [
— =, F
———ra
— |
J— 1.\\..ln‘u. L
Z5 —P - r
8T — =
se N
- — |
2% e
55 A F
8 F
T
o [
T T T T Lk I
N - o - e
3 =1 =1 = m_m
WdlL

69lSd
0TdlSd
84kSd
SHWSd
9dkSd
£alSd
4ANL

ONdI
9vdSH
ITVdSH
ZVdSH
¥VdSH
£3Wsd
diOd
TdWSd
Z3WSd
gTvdSH
Taksd
VIVdSH
TVY06dSH
8vdSH
T8V06dSH
Ldllle]
dvX4d
VA4N
19340
SX4d
gA4N
JAd4N
ANYXJY
Zv0a-v1H
YOa-v1H
g00-¥1H
Tv0a-VIH
gINa-¥TH
1800-¥H
SEHA-YIH
YING-YTH
TVda-v1H
18d0-¥1H
Ta4a-v¥1H
Yda-vIH
¥L£ad
9-%IH
ZdvL

TdvL
degdvl
4-¥TH
EVIOd
H2TZa "uivd
3-YH
OVIH
YYTH
g-v1H
weg

Figure 1: Genes expression comparison Separated per pathway. GTEx and TCGA gene expression is represented as boxplots.

Sample-specific gene expression is determined from bulk RNAseq and is shown as connected dots.



GTEx TPM TCGA TPM | Sample(s) TPM | Expression
Pathway Gene (5-95 pc) (5-95 pc) (min-max) Regulation | CopyNumber | Mutation(s)
B2M 2315.37-4847.04 | 1143.63-9781.03 2797.4428 Normal 11 -
HLA-B 630.83-1733.21 | 376.44-7365.52 671.022 Normal 11 -
HLA-A 409.71-713.71 | 204.53-2516.29 598.2836 Normal 11 g
c HLA-C 423.71-731.58 | 256.54-2873.67 420.9264 DOWN 11 -
c 29 HLA-E 208.77-532.33 | 270.58-1921.47 713.2668 uP 11 .
o2 s = CALR 139.21-491.11 | 870.93-2527.28 422.0277 Normal 11 D218H
£8§5= PDIA3 112.25-284.62 | 409.28-1463.51 150.9959 Normal 11 .
s £¢ HLA-F 66.50-216.31 27.00-543.06 229.5595 uP 11 -
& TAPBP 34.23-50.92 95.72-479.00 94.6267 uP 11 -
TAP1 23.87-50.15 29.79-392.57 119.3348 uP 11 -
TAP2 15.03-34.60 9.48-83.18 17.5557 Normal 11 -
HLA-G 0.10-0.90 0.37-12.76 0.2935 Normal 11 .
CD74 215.40-1191.38 | 259.26-8881.38 1409.7586 UP 2,0 -
HLA-DRA | 50.08-346.06 58.26-1944.48 543.6026 uP 11 -
HLA-DRB1 | 44.22-211.72 29.74-1327.32 56.6893 Normal 11 -
HLA-DPB1 | 38.14-120.98 29.62-923.33 358.2771 uP 11 -
w0 5 HLA-DPA1 | 25.49-153.39 21.31-847.17 316.7573 uP 11 -
$.£% _ || HLA-DMA 18.09-70.84 13.87-356.99 85.0783 uP 11 -
2§ £ 5| HLADRB5 | 4.65-161.16 8.35-513.99 16.7571 Normal 11 .
S %< || HLADQBL | 1229-54.65 6.87-337.93 53.3596 Normal 11 -
S5 HLA-DMB 7.56-28.13 3.03-111.07 40.8756 uP 11 -
HLA-DQA1 3.67-44.50 6.17-405.81 11.6069 Normal 11 -
HLA-DOB 0.31-2.56 0.42-11.36 6.9341 uP 11 -
HLA-DOA 1.10-17.67 3.23-229.32 71.4541 uP 11 .
HLA-DQA2 0.03-11.14 0.49-95.15 22.3287 uP 11 -
RFXANK 49.38-90.16 37.14-128.19 36.2357 DOWN 11 -
NFYC 39.73-59.19 20.38-77.22 65.3967 uP 2,1 -
S5 NFYB 17.80-49.01 10.78-32.54 34.8471 Normal 11 5
c @8 RFX5 11.60-25.94 35.02-192.15 201.3611 uP 4,1 -
<£3 CREB1 9.42-18.31 26.74-86.61 76.0672 uP 1,1 -
X0 NFYA 8.54-13.06 5.44-20.79 10.897 Normal 11 -
RFXAP 1.83-7.41 1.14-8.42 5.5746 Normal 11 g
ClITA 3.76-14.09 2.53-102.19 38.834 uP 11 -
HSPOOAB1 | 400.23-881.60 | 199.89-797.52 255.4216 DOWN 11 -
HSPA8 163.67-610.86 | 264.02-1590.91 460.5813 Normal 11 5
HSP90AAL | 176.80-574.30 | 955.57-3683.52 935.0248 uP 11 -
HSPAIA | 104.20-1277.20 | 20.52-166.06 41.237 DOWN 11 5
o PSME1 153.45-231.83 | 121.33-428.93 155.4548 Normal 2,1 5
£ HSPA1B 67.35-1697.40 22.40-135.39 15.5745 DOWN 11 -
8 5 PSME2 104.99-236.69 | 134.88-684.18 257.1103 uP 2,1 -
5% PSMF1 58.48-114.86 100.26-274.19 206.6131 uP 3,1 -
83 POMP 34.64-56.97 37.73-114.11 40.6486 Normal 11 5
=) PSME3 22.91-51.20 67.74-189.41 126.5609 uP 11 5
£ HSPA4 23.41-53.78 37.45-94.31 155.9186 uP 2,0 -
£ HSPA2 1.65-41.92 1.61-95.54 45.9859 uP 11 -
HSPA1L 0.56-2.62 0.28-1.39 0.5239 DOWN 11 g
HSPA6 0.57-11.99 0.75-19.63 4.9723 Normal 4,1 g
IFNG 0.00-0.63 0.02-4.70 2.9106 uP 11 -
TNF 0.00-0.33 0.17-7.68 0.8001 uP 11 5
g PSMB7 86.23-132.81 131.78-435.92 141.3196 uP 2,1 g
S PSMB6 52.45-139.22 85.64-284.83 90.3871 Normal 11 5
S PSMB5 55.11-92.51 84.60-221.83 81.0965 Normal 2,1 5
o g PSMB8 42.10-70.19 33.48-285.26 58.7714 Normal 11 -
&2 PSMB10 26.53-65.96 13.30-119.86 9.8851 DOWN 11 -
é e PSMB9 23.10-46.24 19.44-393.20 69.6451 uP 11 g
£

Tablé=1: Gene expression and mutations in presentation-machinery associated pathways. Genes highlithted in Red have potential
defect in gene expression, mutations or CNA. Expression regulation is marked as DOWN, UP or Normal if sample-specific gene
expression is lower than GTEx 5th percentile, higher than GTEx 95th percentile or in the GTEx 5th-95th percentile expression
range, respectively.
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6 Copy Number analysis

Copy number analysis of the sample CESC1. Genome-wide tumor allele frequency and tumor/germline sequencing depth ratio are
shown in (Figure 1). Genome-wide estimated allele-specific copy number is shown in (Figure 2), annotated with key oncogenes
amplifications, tumor supressor genes defects and APM defects. HLA allele specific alleles copy numbers, with their relative
expression, as determined from RNAseq, are shown in (Figure 3).
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Figure 3: Tumor allele-specific copy number
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Figure 4: Tumor HLA allele-specific copy numbers

7 Variant data

Variant calling information about the sample CESC1.

7.1 Variant caller overlap

Summary of the variant calls by the different callers and their overlap.

7.1.1 Somatic mutations (SMs)

Number of mutations affecting the protein sequence: 804 in total (union of variant callers mutations) and 458 passing neoDisc
filters.

Venn diagrams of somatic mutations detected by all variant calling algorithms. Coding and non-coding refers to all somatic mu-
tations called without regard to their effect at the protein level. Coding-only SMs are all SMs inducing an amino-acid change in a
protein (Figure 3).
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Figure 5: Venn diagrams of all (a) and final (b) SMs

7.1.2 Single Nucleotide Polymorphisms (SNPs)

Venn diagrams of Single Nucleotide Polymorphisms detected by all variant calling algorithms. Coding and non-coding refers to all
SNPs called without regard to their effect at the protein level. Coding-only SNPs are all SNPs linked to an SM and which induce
an amino-acid change in a protein (Figure 4).
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Figure 6: Venn diagrams of all (a) and final (b) SNPs



7.2 Variant type distribution

Variant types are calculated as the fraction of the specific variant type over the total number of variants called. All the variants
are taken into account. (Table 3)

Group | Nb of variants | Percentage
GLvar 4440 4.225
SM 5607 5.335
SNP 95051 90.440

Table 2: Variant types repartition table

7.3 Variant read statistics

The table shows the percentage of reads supporting the alternative variant for each somatic mutation in the tumor sample. Note
that each variant is in a single category (e.g. a variant called by Mutect and Varscan doesn’t count in the Varscan-only category).

(Table 4)

Caller(s) Nb of SMs | Mean | Median
HC—M1—M2—VS 557 17.2 15.6
HC—M1—M2 110 14.7 12.9
HC—M1—VS 199 20.9 18.8
HC—M2—VS 17 18.9 15.6
M1—M2—VS 16 11.9 11.3
HC—M1 132 20.5 17.7
HC—M2 9 19.0 17.5
HC—VS 79 31.7 30.8
M1—M2 128 8.5 8.5
M1—VS 9 14.4 13.3
HC 4116 49.1 42.9
M1 143 15.1 12.1
M2 46 9.5 7.4
VS 42 25.9 18.1

Table 3: Variant reads support statistics table

7.4 Mutational load

Mutational load was calculated as the total number of variants called and the size of the genome covered by the library preparation
kit. See LB Alexandrov et al. Nature (2013) for more information. (Table 1). Driver mutations and mutations in driver genes were
annotated from Intogen database (Table 2). Variants Cancer Cell Fraction (CCF) was calculated from the VAF, tumor content
and chromosomes copy numbers. CCF represents the proportion of cancer cells that carry a variant, and is used to classify clonal
and subclonal somatic mutations (clonal SM having a CCF + standard-deviation > 0.95) (Figure 5).

Subset SM / Mb
Union of all Callers 113.821
Intersection 2 or more Callers 25.497
Intersection All Callers 11.307

Table 4: Mutational load Table


https://www.nature.com/articles/nature12477/figures/1
https://www.intogen.org/search

gene mutation gene_driver_Intogen mutation_driver_statement_Intogen
TJP1 p-His299Asp TUMOR DRIVER NA
ABCB1 p.Asp642Asn | OTHER TUMOR DRIVER NA
BCLAF1 p.Ser718Arg | OTHER TUMOR DRIVER NA
CALR p.Asp218His | OTHER TUMOR DRIVER NA
DDX3X p.Arg376Cys | OTHER TUMOR DRIVER NA
ERBB3 p.Gly419Ala | OTHER TUMOR DRIVER NA
FAT1 p.-His1342Tyr | OTHER TUMOR DRIVER NA
FBXW?7 p.Glu287Lys | OTHER TUMOR DRIVER NA
FH p.lle262Leu | OTHER TUMOR DRIVER NA
FRG1 p.Asn153Asp | OTHER TUMOR DRIVER NA
FRG1 p.Asn25Asp | OTHER TUMOR DRIVER NA
FXR1 p.Arg386Lys | OTHER TUMOR DRIVER NA
FXR1 p.Argdl5Lys | OTHER TUMOR DRIVER NA
HERC2 p.Glu515Lys | OTHER TUMOR DRIVER NA
KANSL1 p.Glu379GIn | OTHER TUMOR DRIVER NA
KLF4 p.Arg299Trp | OTHER TUMOR DRIVER NA
MAP3K1 | p.Ser704Leu | OTHER TUMOR DRIVER NA
MMP2 p.Glu525GIn | OTHER TUMOR DRIVER NA
MUC4 p.His2573Asp | OTHER TUMOR DRIVER NA
MUC4 p.Leu2977lle | OTHER TUMOR DRIVER NA
MUC4 p.Leu578Phe | OTHER TUMOR DRIVER NA
MUC4 p.Serl032Leu | OTHER TUMOR DRIVER NA
MUC4 p.Serl560Leu | OTHER TUMOR DRIVER NA
MUC4 p.Ser941Leu | OTHER TUMOR DRIVER NA
RAD50 p.Gly1199Val | OTHER TUMOR DRIVER NA
STAG2 p.Glud44Lys | OTHER TUMOR DRIVER NA
SVEP1 p.Asp476His | OTHER TUMOR DRIVER NA
TNPO2 p-Met306lle | OTHER TUMOR DRIVER PREDICTED DRIVER
ZNF292 | p.Ser1586Phe | OTHER TUMOR DRIVER NA

Table 5: Mutations in Driver genes

Sample-specific variants clonal status and CCF

CESC1-A

10

6 08
Cancer Cell Fraction (CCF)

Figure 7: SM corrected VAF and clonal status CESC1-A

7.5 Expression of mutated genes based on GTEx and TCGA

A heatmap of the expression of genes mutated in the sample CESC1 is shown in Figure 7. Gene expression data come from the
GTEx database (Healthy RNAseq datasets). If available, genes are sorted by their expression from RNASEQ data, if not, by there
expression in TCGA Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma cohort, in decreasing order. Only
mutations passing our filters are used (mutations detected by a minimum of 2 variant callers).
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Figure 8: Heatmap - Gene expression in TPM

8 Inflammation Status

Inflammation status was calculated from RNASEQ data (if available), on each RNAseq sample. Genes were scored as described by
Gajewski et al. across all samples in TCGA Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma cohort.

e CESCI1-A : T-cell-inflamed

A heatmap of the inflammation score of all genes included in the Gajewski genes list, across all samples in TCGA Cervical
Squamous Cell Carcinoma and Endocervical Adenocarcinoma cohort is shown below. Patient sample(s) are shown at the top
of the heatmap, above the inflammation status bar. (Figure 8)

inflammation Status
Gene Expression 5c

= h"t”‘T’ce(;'_’i’t‘ﬂam?Hflammation SignatuHﬁcerType:Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma (304 TCGA samples + 1 User samples )
Intermediate

M T-cell-inflamed -

Inflammation Status

Genes

Samples

Figure 9: Heatmap - Inflamation status, relative to TCGA

9 Expressed TAAs

TAA genes expressed at RNASEQ level are reported in the table below. Only high quality TAAs are taken into account (no/very low
expression of the gene in healthy tissues (GTEx) except in testis). For each identified TAA source gene, known (from litterature)
immunogenic TAAs were compared to patient HLA alleles. The total number of TAAs tested immunogenic on sample’s HLA alleles

10



is reported under textbfPeptides - Tested and TAAs predicted (were tested on alleles that the patient does not necessarly carry) to
bind sample's HLA alleles are reported in textbfPeptides - Predicted.

Type Gene Expression (TPM) | Peptides - Litterature | Peptides - Predicted
HC-TSA | MLANA 1.0954 1 22
HC-TSA | MAGEA10 1.4704 0 131
HC-TSA | MAGEAL11 3.4654 0 115
TAA SLCO6A1 1.4648 0 183
TAA POU4F1 1.0749 0 154
TAA IQCM 1.1951 0 110
TAA IL22RA2 1.6488 0 84
TAA VCX 2.7823 0 28
TAA GAGE2A 12.3771 0 7
TAA GAGE1 3.8365 0 7
TAA GAGE12]J 2.4142 0 4
TAA GNGT1 4.7597 0 1

Table 6: Expressed TAAs table

10 Virus infection

Viruses identified from RNAseq data are reported here. Evidence of virus infection can be: High confidence (HC) / Low confidence
(LC). The virus score is a value calculated as: Sum of all virus CPMs, Normalized by the number of transcript per virus. (CPMs:
counts per transcript, normalized by the median transcript length and multiplied by 1'000'000). The human endogenous retrovirus
K113 is not reported here.

Viruses associated with cancer types are listed in the table below:

Cancer Type Virus Frequency
Cervical cancer HPV 100%

Vulvar cancer HPV | Frequent in youngers
Anal squamous neoplasia HPV | Frequent in youngers
Head and Neck cancer HPV 20%
Stomach cancer EBV 20%
Nasopharyngeal carcinoma | EBV Unknown
Merkel cell carcinoma MCV 50%

Table 7: Virus - cancer types association table

Detected Viruses are reported in the table below, if any.

Virus Score Confidence
ref—NC_001357.1—Human _papillomavirus-18—gi—9626069 | 1.66e+02 HC
ref—NC_003663.2—Cowpox_virus—gi—30844336 1.08e-03 LC
ref—NC_045512.2—Wuhan_seafood _market_pneumonia_v... 1.01e-03 LC
ref—NC_012783.2—Cercopithecine_herpesvirus_5_str... 7.48e-04 LC
refF—NC_001731.1—Molluscum_contagiosum_virus_subt... 6.70e-04 LC
ref—NC_014649.1—Acanthamoeba_polyphaga_mimivirus... 2.93e-05 LC

Table 8: Virus identification table
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11 Mass Spectrometry

Mass Spectrometry run date(s): 20210723
HLA-I DDA raw files:

1) 20210723_CTE-BIO-19519-HLAIp_RO1.raw
2) 20210723_.CTE-BIO-19519-HLAIp_R02.raw
HLA-II DDA raw files:

1) 20210723_CTE-BIO-19519-HLAIIp_RO1.raw
2) 20210723_.CTE-BIO-19519-HLAIllp_R02.raw
HLA-I DIA raw files:

1) 20210723_DIA_CTE-BIO-19519-HLAIp_R03.raw
2) 20210723_DIA_CTE-BIO-19519-HLAIp_R04.raw
HLA-I1I DIA raw files:

1) 20210723_DIA_CTE-BIO-19519-HLAIllp_R03.raw
2) 20210723_DIA_CTE-BIO-19519-HLAIlp_R04.raw

11.1 MS statistics and Quality control data

Summary of peptidomics analysis. Comet was used for peptide search and NewAnce was used for the calculation of group-specific
FDR. If available, FragPipe analysis was used for identification and mergeed with NewAnce results. Thresholds of 3% and 1% FDR
were used for peptide selection with NewAnce and Fragpipe, respectively. The following table summarizes the results of the MS

analysis.

All peptides (passing the FDR threshold and non-decoy) were taken into account for the ldentifications, Lenghts, XCorr, TAAs,
SNPs and SMs lines. The percentage of binders was calculated from the 9mers only for HLA-I peptides and from 15mers only for

HLA-II peptides.

The histograms below show the distribution of peptides length for HLA-I and/or HLA-II identified peptides.

The pie charts summarize the distribution of HLA alleles binding the identified peptides. MixMHCpred and/or MixMHC2pred were
used to assign to each peptide the best patient-specific HLA allele. Only high-confidence (rank <= 2) binders were selected for

the plots. Venn diagrams show the overlap in peptide identifications.

HLA-I HLA-II

PC NC | NH | NEO | PC | NC | NH | NEO
Identifications (tot) 23955 | 8 1 3 5952 | 0 0 1
Identifications (DDA and DIA) || 18573 | 1 0 3 3918 | O 0 0
Identifications (DDA Only) 2347 5 1 0 1781 0 0 1
Identifications (DIA Only) 3035 2 0 0 253 0 0 0
Lenghts (mean) 024 | 912 | 10 | 867 | 155 | NA | NA | 12
XCorr (mean) 211 | 232|178 | 185 | 284 | NA | NA | 1.25
PP Prob (mean) 0.98 | 0.99 | NA 1.0 097 | NA | NA | NA
Percentage binders 91.94 | 625 | 0.0 | 100.0 | 81.35 | NA | NA | 0.0
SNPs (tot) 125 145
SMs (tot) 3
TAAs (tot) 4
Median gene expression 42.83 84.24
Median peptide quantity 1.13E+06 3.98E+-05
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Figure 10: MS
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(a) Measurment Methods (b) MS pipelines
Figure 11: Venn diagrams of measurment methods (a) and MS pipelines (b) peptide identifications overlap

All peptides (passing the FDR threshold and non-decoy) were taken into account for motif deconvolution. Peptides were sep-
arated between class-I and class-Il and between canonical, non-canonical and viral for motif deconvolution, using MoDec. Upon
deconvolution, each motif was assigned to a patient HLA (number of stars indicates confidence in motif attribution). The number

of motifs was determined based on MoDec AIC value.
M4 (12.80%) - A3101 ***

M6 (21.54%) - A3101 ***
3

3 M2 (31.06%) - B3543 *

M5 (9.79%) - A2402 ***

3 M1 (12.22%) - A2402

Figure 12: Canonical Class-I
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Figure 13: Non-Canonical Class-I
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M1
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Bits

Figure 14: Canonical Class-lI

M1 (100.00%) - DQA1_03_03__DQB1_03_02

M1

Figure 15: Non-Canonical Class-II
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12 Files

The following files are attached to this report:

1. NeoDisc output tables

2. Long peptides plot
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MS_peptides

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		peptide_id		Samples_Injection		ms_pipeline		MeasurementMethod		PSMCount		Max.XCorr		Max.DeltaCn		Max.Hyperscore		Max.PeptideProphet Probability		PrecursorQuant		Peptide		Sequence		neo_wt_seq		ALL_PG		SequenceCoverage		SpectrumCoverage		PeptideAnnotShort		PeptideAnnot		PEPTIDE_TYPE		BIOTYPES		HLAType		ORGANISMS		ProteinQuant		GENES		EXTERNAL_IDs		rnaseq_TPM		GENES_VARIANTS		VARIANT_TYPE		VARIANT_EFFECT		VARIANT_NEODISC_FILTER		VARIANT_NEODISC_CALLERS		VARIANT_TUMOR_VAF		VARIANT_GERMLINE_VAF		VARIANT_TUMOR_CCF		VARIANT_TUMOR_Clonality		VARIANT_TUMOR_ZYGOSITY		VARIANT_TUMOR_CopyNumbers		gene_driver_Intogen		mutation_driver_statement_Intogen		GENOMICS_COORDINATES		TRANSCRIPT_COORDINATES		PREDICTED_BINDER		BINDING_RANK		EPITOPES_TAA: Number immunogenic peptides		EPITOPES_PEPTIDE: immunogenicity		EPITOPES_PEPTIDE: Genes		EPITOPES_PEPTIDE: Number validations		EPITOPES_PEPTIDE: Patient immunogenic HLA		HumanProteomeIDs

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_18895		CESC1-A		fragpipe		DDA		1		NA		NA		11.191		0.9207		NA		Q(Gln->pyro-Glu)SM(Oxidation)PKTGIL		QSMPKTGIL		NA		PC		0.75		0.2976		QS|M|P|K|T|GI|L		QS(b10)M(y2)P(y0)K(b0)T(b0)GI(y1)L		TAA		protein_coding		HLA-I		human		NA		MAGEA10		ENSP00000359347.4		1.4704		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		C1502		0.415798		2105		Unknown		MAGEA10		0		NA		>DB=NRHP:AAA68869.1|MAGE-10_antigen|,>DB=NRHP:BAG36845.1|unnamed_protein_product|,>DB=NRHP:NP_001011543.3|melanoma-associated_antigen_10|

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_730		CESC1-A		fragpipe		DIA		2		NA		NA		15.016		0.7117		NA		APDNVLLTL		APDNVLLTL		NA		PC		0.625		0.4008		APDN|V|L|L|T|L		APDN(b1)V(b1)L(b3)L(y6b0)T(y4b0)L		TAA		protein_coding		HLA-I		human		NA		SAGE1		ENSP00000323191.3		0.0314		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		B3543		0.126461		5182		Unknown		SAGE1		0		NA		>DB=NRHP:CAB92443.1|putative_tumor_antigen|,>DB=NRHP:EAX11720.1|hCG1658244|,>DB=NRHP:KAI2600895.1|sarcoma_antigen_1|,>DB=NRHP:KAI4001109.1|sarcoma_antigen_1|,>DB=NRHP:NP_001368831.1|sarcoma_antigen_1|,>DB=NRHP:XP_016885112.1|sarcoma_antigen_1_isoform_X2|,>DB=NRHP:XP_016885114.1|sarcoma_antigen_1_isoform_X4|,>DB=NRHP:XP_047298202.1|sarcoma_antigen_1_isoform_X3|,>DB=NRHP:XP_054183337.1|sarcoma_antigen_1_isoform_X7|,>DB=NRHP:XP_054183339.1|sarcoma_antigen_1_isoform_X8|,>DB=NRHP:XP_054183340.1|sarcoma_antigen_1_isoform_X9|,>DB=NRHP:XP_054183341.1|sarcoma_antigen_1_isoform_X10|

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_6387		CESC1-A		fragpipe		DIA		2		NA		NA		14.587		0.9507		CESC1-A=[532455]		GGSERGSIPL		GGSERGSIPL		NA		PC		0.6667		0.1357		GGS|ER|G|S|I|P|L		GGS(b0)ER(b1)G(b0)S(b0)I(y9b2)P(b0)L		TAA		protein_coding		HLA-I		human		CESC1-A=[523638]		PCARE		ENSP00000332809.4		0.0085		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		C0102		1.584		7658		Unknown		PCARE		0		NA		>DB=NRHP:NP_001025054.1|photoreceptor_cilium_actin_regulator|

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_14224		CESC1-A		fragpipe		DDA,DIA		4		NA		NA		17.284		0.9914		CESC1-A=[182921,206524]		LPHPFPSL		LPHPFPSL		NA		FSS		1		0.4872		L|P|H|P|F|P|S|L		L(b8)P(b0)H(b2)P(b1)F(y4b5)P(y1)S(y6b1)L		NEO-FS		protein_coding		HLA-I		human		CESC1-A=[186055,203105]		KRTAP4-16		ENSP00000411198.1		0		P171LPHPFPSLPHPFPSLSSFPLPSPPLPALPLPSSPQC*		SM		FSS		EXCL		HC		5/12		0/13		NA		NA		NA		NA		NA		NA		NA		NA		B5101		0.00972013		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_20011		CESC1-A		comet_newance,fragpipe		DDA,DIA		4		1.906		0.158		16.814		0.9953		CESC1-A=[299396,322222]		RLFISRTNR		RLFISRTNR		RLFISRTNR		PC		0.875		0.1389		R|L|F|I|S|R|TN|R		R(y0b0)L(y0b0)F(b0)I(y0b0)S(b0)R(b0)TN(y1b0)R		NEO-SNV		protein_coding,protein_coding,protein_coding,protein_coding,protein_coding,protein_coding		HLA-I		human		CESC1-A=[304524,316887]		RPL18		ENSP00000084795.5,ENSP00000448899.1,ENSP00000447001.1,ENSP00000449204.1,ENSP00000446634.1,ENSP00000449610.1		613.2976		M24I,M25I,M53I,M54I		SM		SNV		INCL		HC-M1-VS		21/120		0/98		0.8898776418		clonal		HET		1,1		NA		NA		NA		NA		A3101		0.0233065		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_26527		CESC1-A		comet_newance,fragpipe		DDA,DIA		14		1.786		0.508		29.589		0.9987		CESC1-A=[3.57276e+06,3.62771e+06,3.79798e+06,4.00077e+06]		TYLQKAIKI		TYLQKAIKI		TYLQKAIKI		PC		0.5		0.1864		T|Y|LQ|KA|IKI		T(y0)Y(y1b7)LQ(y0)KA(y0b0)IKI		NEO-SNV		protein_coding,protein_coding,protein_coding		HLA-I		human		CESC1-A=[3.7351e+06,3.7351e+06,4.0693e+06,4.0693e+06]		USP7		ENSP00000343535.4,ENSP00000371310.4,ENSP00000501290.1		327.278		E1079Q,E1095Q,E1130Q		SM		SNV		INCL		HC-M1-M2-VS		25/115		0/126		1.440651425		clonal		HET		1,1		NA		NA		NA		NA		A2402		0.0208222		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_3647		CESC1-A		comet_newance		DDA		1		2.389		0.281		NA		NA		NA		DPPTSASL		DPPTSASL		NA		NC		1		0.5305		D|P|P|T|S|A|S|L		D(y3b0)P(y6b10)P(b6)T(b8)S(b3)A(y2b8)S(b3)L		NC		lncRNA		HLA-I		human		NA		ENSG00000251600		ENST00000641741.2		3.1497		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		1068-1213		B5101		0.0854193		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_21436		CESC1-A		fragpipe		DIA		3		NA		NA		17.274		0.9793		CESC1-A=[5.87952e+06,6.19939e+06]		RTRTLSSAELR		RTRTLSSAELR		NA		NC		0.7		0.1791		R|TR|T|L|S|SAE|L|R		R(b1)TR(y0b0)T(y0)L(y0)S(y0)SAE(y1b2)L(y1)R		NC		lncRNA,lncRNA,lncRNA,lncRNA,lncRNA,lncRNA,lncRNA,lncRNA		HLA-I		human		CESC1-A=[5.98023e+06,6.09675e+06]		MIR924HG		ENST00000653594.1,ENST00000654966.1,ENST00000661169.1,ENST00000663334.1,ENST00000658494.1,ENST00000591629.2,ENST00000658829.1,ENST00000665416.1		1.9828		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		141-255,145-277,141-297,130-298,141-312,154-373,132-402,134-428		A3101		0.0214403		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_13557		CESC1-A		fragpipe		DIA		1		NA		NA		14.228		0.9829		NA		LC(Cysteinyl)SQKPVM(Oxidation)VKR		LCSQKPVMVKR		NA		NC		0.6		0.3487		LCSQ|K|P|V|M|V|KR		LCSQ(y7)K(y10b0)P(y1)V(y2b0)M(y2)V(y1)KR		NC		processed_pseudogene		HLA-I		human		NA		ENSG00000213293		ENST00000461223.1		0.0613		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		156-409		A3101		3.67634		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_21353		CESC1-A		comet_newance		DDA		1		2.89		0.311		NA		NA		NA		RTM(Oxidation)SPLKYHR		RTMSPLKYHR		NA		NC		0.7778		0.3304		R|TMS|P|L|K|Y|H|R		R(b0)TMS(y0b3)P(y1b0)L(y4b1)K(y6b0)Y(y1b0)H(y4)R		NC		lncRNA		HLA-I		human		NA		ENSG00000225057		ENST00000456601.1		0.0255		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		222-348		A3101		0.0256255		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_22074		CESC1-A		fragpipe		DDA,DIA		3		NA		NA		23.669		0.9935		CESC1-A=[238755,283498]		RYFVISTSR		RYFVISTSR		NA		NC		1		0.1378		R|Y|F|V|I|S|T|S|R		R(y0b0)Y(y0b0)F(y0)V(b0)I(y0b0)S(y0b0)T(b0)S(y0b0)R		NC		lncRNA		HLA-I		human		CESC1-A=[242844,278804]		ENSG00000258435		ENST00000557474.1		0.0152		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		199-315		A3101		0.00678523		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_14701		CESC1-A		comet_newance		DDA		1		1.572		0.118		NA		NA		NA		LPPSLPSL		LPPSLPSL		NA		NC		0.7143		0.4572		L|P|P|SL|PS|L		L(b10)P(b4)P(b2)SL(y2b2)PS(y7b1)L		NC		lncRNA		HLA-I		human		NA		MYO3B-AS1		ENST00000600489.1		0.0669		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		3-124		B5101		0.00321816		NA		NA		NA		NA		NA		CAB41399.1|zinc_finger_protein_SALL1,ACF94496.1|epididymis_secretory_protein_Li_89

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_8399		CESC1-A		comet_newance		DDA		1		1.78		0.046		NA		NA		NA		HSILVYM(Oxidation)VHI		HSILVYMVHI		NA		VIRUS		0.6667		0.2925		H|SI|L|VY|MV|H|I		H(y4b10)SI(b2)L(b4)VY(b1)MV(y0b1)H(b3)I		NH		NA		HLA-I		ref:NC_001357.1:Human_papillomavirus-18:gi:9626069		NA		L1		NP_040317		0		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		C1502		2.77956		NA		NA		NA		NA		NA		NA

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_7314		CESC1-A		fragpipe		DDA,DIA		7		NA		NA		17.142		0.9881		CESC1-A=[629084,675845]		GYVLGAPLV		GYVLGAPLV		NA		PC		0.625		0.5024		GYV|L|G|A|P|LV		GYV(b10)L(b3)G(b1)A(y5b1)P(y2b0)LV		CANCER-SPECIFIC-PC		protein_coding,protein_coding,protein_coding		HLA-I		human		CESC1-A=[618668,687422]		SLCO6A1		ENSP00000421339.1,ENSP00000373671.3,ENSP00000421990.1		1.4648		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		A2402		1.52126		4388		Unknown		SLCO6A1		0		NA		>DB=NRHP:AAP30851.1|organic_anion_transporter|,>DB=NRHP:AAP33048.1|OATP-I|,>DB=NRHP:BAD18590.1|unnamed_protein_product|,>DB=NRHP:EAW49096.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_CRA_b|,>DB=NRHP:KAI4022129.1|solute_carrier_organic_anion_transporter_family_member_6A1|,>DB=NRHP:KAI4022131.1|solute_carrier_organic_anion_transporter_family_member_6A1|,>DB=NRHP:KAI4022132.1|solute_carrier_organic_anion_transporter_family_member_6A1|,>DB=NRHP:NP_001275931.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_1|,>DB=NRHP:NP_001275933.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_2|,>DB=NRHP:NP_001294943.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_3|,>DB=NRHP:XP_011541449.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X2|,>DB=NRHP:XP_011541450.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X4|,>DB=NRHP:XP_011541452.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X5|,>DB=NRHP:XP_011541456.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X6|,>DB=NRHP:XP_054207552.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X1|,>DB=NRHP:XP_054207553.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X2|,>DB=NRHP:XP_054207554.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X3|,>DB=NRHP:XP_054207555.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X4|,>DB=NRHP:XP_054207557.1|solute_carrier_organic_anion_transporter_family_member_6A1_isoform_X6|

		CESC1-A|MS|Combined|NeoDisc_Paper|ms_29802		CESC1-A		fragpipe		DDA,DIA		3		NA		NA		13.901		0.9215		CESC1-A=[2.10151e+06,2.10991e+06]		YSVVIPSL		YSVVIPSL		NA		PC		0.7143		0.3793		Y|SV|V|I|P|SL		Y(b1)SV(b3)V(b3)I(y10)P(y2)SL		CANCER-SPECIFIC-PC		protein_coding,protein_coding,protein_coding		HLA-I		human		CESC1-A=[2.06672e+06,2.14606e+06]		SOX30		ENSP00000309343.5,ENSP00000265007.6,ENSP00000427984.1		0.731		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		NA		B5101		0.514306		4772		NA		NA		NA		NA		>DB=NRHP:AAH33492.2|SRY_(sex_determining_region_Y)-box_30|,>DB=NRHP:NP_001295094.1|transcription_factor_SOX-30_isoform_c|,>DB=NRHP:NP_008948.1|transcription_factor_SOX-30_isoform_b|,>DB=NRHP:NP_848511.1|transcription_factor_SOX-30_isoform_a|





Expressed_TAAs_peptides

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		Rank		Rank_CI		Rank_CII		Type		peptide_id		database_entry		gene		expression		wt_seq		Epitopes_immunogenicity		Epitopes_validations		Epitopes_HLA		Predicted_Best_alleles		Additional_predicted_alleles		Predicted_Best_rank		Peptide_Class		pep_mut_start		mutation_type		bestWTMatchScore_I		bestWTMatchOverlap_I		bestWTMatchType_I		bestWTPeptideCount_I		bestWTProtein_I		bestWTProteinLength_I		bestWTProteinStart_I		bestWTProteinEnd_I		bestMutationScore_I		bestWTMatchScore_II		bestWTMatchOverlap_II		bestWTMatchType_II		bestWTPeptideCount_II		bestWTProtein_II		bestWTProteinLength_II		bestWTProteinStart_II		bestWTProteinEnd_II		bestMutationScore_II

		1		1		NA		HC-TSA		epiTOPes|v7|Known|MLANA_1		ENSG00000120215.10		MLANA		1.0954		AAGIGILTV		High		21		B5101,C1502		C1502		B5101,C0102		0.183		HLA_I		1		NONE		55		1		INCLUDED		32		Q16655		118		27		35		7		8		0.889		PARTIAL_MUT		54		Q16655		118		27		35		1

		2		NA		1		HC-TSA		epiTOPes|v7|Known|MAGEA10_1691		ENSG00000124260.12		MAGEA10		1.4704		TQDWVQENYLEYRQV		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.00581		HLA_II		1		NONE		40		1		COVER		18		P43363		369		272		286		3		38		1		INCLUDED		29		P43358		317		248		262		2

		3		NA		2		HC-TSA		epiTOPes|v7|Known|MAGEA10_1552		ENSG00000124260.12		MAGEA10		1.4704		LTQDWVQENYLEYRQ		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.00684		HLA_II		1		NONE		38		1		COVER		18		P43363		369		271		285		2		35		1		PARTIAL_MUT		6		P43363		369		271		285		1

		4		NA		3		HC-TSA		epiTOPes|v7|Known|MAGEA10_1337		ENSG00000124260.12		MAGEA10		1.4704		TQDWVQENYLEYRQ		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.00963		HLA_II		1		NONE		36		1		COVER		18		P43363		369		272		285		3		34		1		INCLUDED		6		P43363		369		272		285		2

		5		NA		4		HC-TSA		epiTOPes|v7|Known|MAGEA10_1905		ENSG00000124260.12		MAGEA10		1.4704		LTQDWVQENYLEYRQV		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.0108		HLA_II		1		NONE		42		1		COVER		18		P43363		369		271		286		2		39		1		PARTIAL_MUT		29		P43358		317		247		262		1

		6		2		NA		HC-TSA		epiTOPes|v7|Known|MLANA_222		ENSG00000120215.10		MLANA		1.0954		YPKKGHGHSY		Unknown		0		NA		B3543		B5101		0.024		HLA_I		1		NONE		42		1		EXACT		32		Q16655		118		12		21		4		43		1		INCLUDED		54		Q16655		118		12		21		5

		7		NA		5		HC-TSA		epiTOPes|v7|Known|MAGEA10_1198		ENSG00000124260.12		MAGEA10		1.4704		LTQDWVQENYLEYR		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.0271		HLA_II		1		NONE		35		1		COVER		18		P43363		369		271		284		2		33		1		PARTIAL_MUT		6		P43363		369		271		284		1

		8		3		NA		HC-TSA		epiTOPes|v7|Known|MAGEA11_87		ENSG00000185247.15		MAGEA11		3.4654		EVDPTSHSY		Unknown		0		NA		B3543		NA		0.031		HLA_I		1		NONE		34		1		EXACT		22		P43364		429		281		289		3		NA		0		NONE		3		P43364		429		281		289		0

		9		4		NA		HC-TSA		epiTOPes|v7|Known|MLANA_73		ENSG00000120215.10		MLANA		1.0954		NAPPAYEKL		Unknown		0		NA		C0102		B5101,B3543,A2402		0.042		HLA_I		1		NONE		29		1		EXACT		32		Q16655		118		99		107		2		279		1		INCLUDED		54		Q16655		118		99		107		18

		10		5		NA		HC-TSA		epiTOPes|v7|Known|MLANA_72		ENSG00000120215.10		MLANA		1.0954		MPREDAHFI		Unknown		0		NA		B5101		B3543		0.047		HLA_I		1		NONE		40		1		INCLUDED		32		Q16655		118		1		9		2		32		0.889		PARTIAL		54		Q16655		118		1		9		0

		11		NA		6		HC-TSA		epiTOPes|v7|Known|MAGEA10_1251		ENSG00000124260.12		MAGEA10		1.4704		QDWVQENYLEYRQV		Unknown		0		NA		DPA1_01_03__DPB1_04_01		NA		0.0552		HLA_II		1		NONE		37		1		COVER		18		P43363		369		273		286		3		36		1		INCLUDED		29		P43358		317		249		262		3

		12		6		NA		HC-TSA		epiTOPes|v7|Known|MLANA_14		ENSG00000120215.10		MLANA		1.0954		ALMDKSLHV		Unknown		0		NA		C1502		C0102		0.065		HLA_I		1		NONE		29		1		EXACT		32		Q16655		118		56		64		4		NA		0		NONE		54		Q16655		118		56		64		0

		13		NA		7		HC-TSA		epiTOPes|v7|Known|MAGEA10_2045		ENSG00000124260.12		MAGEA10		1.4704		TQDWVQENYLEYRQVP		Unknown		0		NA		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02		0.0667		HLA_II		1		NONE		45		1		COVER		18		P43363		369		272		287		3		42		1		INCLUDED		29		P43358		317		248		263		2

		14		7		NA		HC-TSA		epiTOPes|v7|TCGA-de-novo|MAGEA10_681		ENSG00000124260.12		MAGEA10		1.4704		WVQENYLEYR		Unknown		0		NA		A3101		NA		0.07		HLA_I		1		NONE		24		1		COVER		18		P43363		369		275		284		4		24		1		INCLUDED		6		P43363		369		275		284		3

		15		8		NA		HC-TSA		epiTOPes|v7|Known|MLANA_180		ENSG00000120215.10		MLANA		1.0954		MPREDAHFIY		Unknown		0		NA		B3543		B5101		0.073		HLA_I		1		NONE		46		1		EXACT		32		Q16655		118		1		10		2		37		0.9		PARTIAL		54		Q16655		118		1		10		0





VIRUS_RNA_HC_peptides

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		Rank		Rank_CI		Rank_CII		peptide_id		Flag		Identifier		Organism		Gene		Expression		pep_start		pep_end		pep_sequence		Peptide_Class		best_core		Final_Peptide_Class		best_alleles		other_significant_alleles		rank		Final_Peptide_Class_PRIME		best_alleles_PRIME		other_significant_alleles_PRIME		rank_PRIME		EPITOPES: Virus		EPITOPES: Gene name		EPITOPES: Peptide immunogenicity		EPITOPES: Number validations		EPITOPES: Patient immunogenic HLA

		1		1		NA		epiTOPes|v7|viruses|HPV18_10;epiTOPes|v7|viruses|Human_papillomavirus_type_18_3		OK		NP_040311.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E7		30.922		85		94		FQQLFLNTL		HLA_I		NA		HLA_I		A2402		C0102,C1502		0.406		HLA_I		A2402		B5101,C0102,C1502		0.119		HPV18|Human papillomavirus type 18		E7|Protein E7		High		2		NA

		2		2		NA		epiTOPes|v7|viruses|HPV18_1;epiTOPes|v7|viruses|Human_papillomavirus_type_18_1;epiTOPes|v7|viruses|Human_papillomavirus_type_18_6		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		12		21		KLPDLCTEL		HLA_I		NA		HLA_I		C0102		A2402		0.022		HLA_I		C0102		A2402		0.014		HPV18|Human papillomavirus type 18|Human papillomavirus type 18		E6|Protein E6|protein E6		Medium		5		NA

		3		3		NA		epiTOPes|v7|viruses|HPV18_12;epiTOPes|v7|viruses|Human_papillomavirus_type_18_4		OK		NP_040311.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E7		30.922		88		97		LFLNTLSFV		HLA_I		NA		HLA_I		A2402		NA		0.868		HLA_I		A2402		B5101		0.382		HPV18|Human papillomavirus type 18		E7|Protein E7		Medium		2		NA

		4		4		NA		epiTOPes|v7|viruses|HPV18_3		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		46		55		FAFKDLFVV		HLA_I		NA		HLA_I		B5101		B3543,C1502		0.14		HLA_I		B5101		B3543,C1502		0.05		HPV18		E6		Medium		1		NA

		5		5		NA		epiTOPes|v7|viruses|HPV18_4		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		35		44		KTVLELTEV		HLA_I		NA		HLA_I		C1502		NA		0.133		HLA_I		C1502		NA		0.396		HPV18		E6		Medium		1		NA

		6		6		NA		epiTOPes|v7|viruses|HPV18_5		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		24		33		LQDIEITCV		HLA_I		NA		HLA_I		B5101		NA		1.29		HLA_I		B5101		NA		0.52		HPV18		E6		Medium		1		NA

		7		7		NA		epiTOPes|v7|viruses|HPV18_6		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		91		101		KLTNTGLYNL		HLA_I		NA		HLA_I		C0102		NA		1.784		HLA_I		C0102		NA		0.844		HPV18		E6		Medium		1		NA

		8		8		NA		epiTOPes|v7|viruses|HPV18_11		OK		NP_040311.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E7		30.922		6		15		TLQDIVLHL		HLA_I		NA		HLA_I		C1502		A2402,B3543,C0102		0.121		HLA_I		C1502		A2402,A3101,B3543,C0102		0.045		HPV18		E7		Medium		1		NA

		9		9		NA		CESC1-A|NeoDisc_Paper|RNA_virus|349		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		47		57		AFKDLFVVYR		HLA_I		NA		HLA_I		A3101		NA		0.005		HLA_I		A3101		NA		0.002		NA		NA		NA		NA		NA

		10		10		NA		CESC1-A|NeoDisc_Paper|RNA_virus|236		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		84		93		VYGDTLEKL		HLA_I		NA		HLA_I		A2402		NA		0.003		HLA_I		A2402		NA		0.008		NA		NA		NA		NA		NA

		11		11		NA		CESC1-A|NeoDisc_Paper|RNA_virus|348		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		46		56		FAFKDLFVVY		HLA_I		NA		HLA_I		B3543		NA		0.017		HLA_I		B3543		NA		0.022		NA		NA		NA		NA		NA

		12		12		NA		CESC1-A|NeoDisc_Paper|RNA_virus|188		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		36		45		TVLELTEVF		HLA_I		NA		HLA_I		B3543		A2402		0.034		HLA_I		B3543		A2402		0.025		NA		NA		NA		NA		NA

		13		13		NA		CESC1-A|NeoDisc_Paper|RNA_virus|427		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		125		135		RFHNIAGHYR		HLA_I		NA		HLA_I		A3101		NA		0.037		HLA_I		A3101		NA		0.045		NA		NA		NA		NA		NA

		14		14		NA		CESC1-A|NeoDisc_Paper|RNA_virus|184		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		32		41		VYCKTVLEL		HLA_I		NA		HLA_I		A2402		C0102		0.037		HLA_I		A2402		C0102		0.047		NA		NA		NA		NA		NA

		15		15		NA		CESC1-A|NeoDisc_Paper|RNA_virus|249		OK		NP_040310.1		ref|NC_001357.1|Human_papillomavirus-18|gi|9626069		E6		35.11		97		106		LYNLLIRCL		HLA_I		NA		HLA_I		A2402		NA		0.103		HLA_I		A2402		NA		0.086		NA		NA		NA		NA		NA





Class_I

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		Prioritization_rulebased		Prioritization_ML		FILTER		Selection		peptide_id		mutation_id		callers		neoDisc_identification		chromosome		genomic_coord		ref		alt		mutation_type		VAF		CCF		Clonality		Zygosity		CopyNumbers		gene		mutation		aa_wt		protein_coord		aa_mutant		database_entry		phased_sm		nb_mutations		phased_snp		mut_seqid		wt_seqid		rnaseq_TPM		rnaseq_gene_expression_quartile		rnaseq_coverage		rnaseq_detected_variants		%rnaseq_ref_support		%rnaseq_alt_support		pep_mut_start		pep_mut_end		CSCAPE_score		Peptide_Class		mutant_seq		wt_seq		mut_context		wt_context		TumorContent		mutant_best_core		Mutation_position_in_Core		Mutation_distance_to_Core		Final_Peptide_Class		mutant_best_alleles		mutant_other_significant_alleles		mutant_rank		wt_rank		wt_best_alleles		wt_best_rank		number_included_HLA_I		number_overlaping_HLA_II		included_HLA_I		overlaping_HLA_II		Final_Peptide_Class_PRIME		mutant_best_alleles_PRIME		mutant_other_significant_alleles_PRIME		mutant_rank_PRIME		wt_rank_PRIME		wt_best_alleles_PRIME		wt_best_rank_PRIME		mutant_best_alleles_netMHCpan		mutant_other_significant_alleles_netMHCpan		mutant_rank_netMHCpan		wt_rank_netMHCpan		wt_best_alleles_netMHCpan		wt_best_rank_netMHCpan		Sample_Tissue		Sample_Tissue_expression_GTEx		GTEx_all_tissues_expression_median		GTEx_all_tissues_expression_mean		Cancer_Type		TCGA_Cancer_expression		INTRACELLULAR_LOCATIONS		EXTRACELLULAR_LOCATIONS		gene_driver_Intogen		nb_mutations_in_gene_Intogen		nb_mutations_same_position_Intogen		nb_same_mutation_Intogen		mutation_driver_statement_Intogen		bestWTMatchScore_I		bestWTMatchOverlap_I		bestWTMatchType_I		bestWTPeptideCount_I		bestWTProtein_I		bestWTProteinLength_I		bestWTProteinStart_I		bestWTProteinEnd_I		bestMutationScore_I		bestWTMatchScore_II		bestWTMatchOverlap_II		bestWTMatchType_II		bestWTPeptideCount_II		bestWTProtein_II		bestWTProteinLength_II		bestWTProteinStart_II		bestWTProteinEnd_II		bestMutationScore_II		IncludedInLong		UNIQUE_PEP_FLAG		Rulebased_GROUP

		11		4		ms identified		1		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_38		19-49120612-C-G		HC-M1-VS		NA		19		49120612		C		G		SNV		0.175		0.8898776418		clonal		HET		1,1		RPL18		M53I		M		53		I		ENSP00000447001.1		NA		1		NA		79314-TUM-1		79314-GL-1		613.2976		4		7712		A=2,C=3897,G=3813		50.53		49.44		4		4		0.906588		HLA_I		RLFISRTNR		RLFMSRTNR		VLKRLFTNRPPL		VLKRLFTNRPPL		0.31		NA		0		0		HLA_I		A3101		NA		0.023		0.081		A3101		0.081		NA		2		NA		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_104,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_115		HLA_I		A3101		NA		0.024		0.074		A3101		0.074		A3101		NA		0.009		0.013		A3101		0.013		Cervix - Ectocervix		2373.75		1397.885		1365.0143396226		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		995.0597906769		Cytosol,Endoplasmic reticulum,Nucleoli		NA		NA		14		0		0		NA		61		1		EXACT		84		Q07020		188		50		58		5		16		1		PARTIAL_MUT		76		Q07020		188		50		58		1		TRUE		OK		a.BEST

		10		5		ms identified		2		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_8		16-8987881-C-G		HC-M1-M2-VS		NA		16		8987881		C		G		SNV		0.2173913043		1.440651425		clonal		HET		1,1		USP7		E1095Q		E		1095		Q		ENSP00000343535.4		NA		1		NA		64170-TUM-1		64170-GL-1		327.278		4		951		C=562,G=389		59.1		40.9		4		4		0.844089		HLA_I		TYLQKAIKI		TYLEKAIKI		SRYTYLIKIHN-		SRYTYLIKIHN-		0.31		NA		0		0		HLA_I		A2402		B5101		0.021		0.016		A2402		0.016		NA		3		NA		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_59,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_60,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_68		HLA_I		A2402		NA		0.104		0.055		A2402		0.055		A2402		NA		0.027		0.021		A2402		0.021		Cervix - Ectocervix		55.98		42.94		38.8054716981		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		212.2169168805		NA		NA		NA		67		0		0		NA		45		1		EXACT		108		Q93009		1102		1092		1100		6		0		0		NONE		8		Q93009		1102		1092		1100		0		TRUE		OK		a.BEST

		25		1		Top ranking		3		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_85		19-12822400-C-T		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.1275167785		0.8354606637		clonal		HET		1,1		TNPO2		M306I		M		306		I		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		205.5717		4		429		C=193,T=236		44.99		55.01		8		8		0.922936		HLA_I		IPILVNGI		IPILVNGM		VQLIPINGIKYS		VQLIPINGMKYS		0.31		NA		0		0		HLA_I		B5101		B3543		0.044		0.321		B5101		0.321		NA		6		NA		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_91,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_92,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_93,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_94,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_95,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_96		HLA_I		B5101		NA		0.191		1.022		B5101		1.022		B5101		NA		0.058		0.658		B5101		0.658		Cervix - Ectocervix		48.07		35.03		36.6111320755		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		Nucleoli,Nucleoplasm		NA		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		8		1		INCLUDED		65		O14787-2		887		299		306		1		0		0		NONE		6		O14787-2		887		299		306		0		TRUE		OK		a.BEST

		23		2		Top ranking		4		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_87		19-12822400-C-T		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.1275167785		0.8354606637		clonal		HET		1,1		TNPO2		M306I		M		306		I		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		205.5717		4		429		C=193,T=236		44.99		55.01		8		8		0.922936		HLA_I		IPILVNGIKY		IPILVNGMKY		VQLIPIIKYSEI		VQLIPIMKYSEI		0.31		NA		0		0		HLA_I		B3543		NA		0.043		0.101		B3543		0.101		NA		6		NA		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_91,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_92,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_93,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_94,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_95,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_96		HLA_I		B3543		NA		0.111		0.207		B3543		0.207		B3543		NA		0.251		0.244		B3543		0.244		Cervix - Ectocervix		48.07		35.03		36.6111320755		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		Nucleoli,Nucleoplasm		NA		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		12		1		EXACT		65		O14787-2		887		299		308		1		0		0		NONE		6		O14787-2		887		299		308		0		TRUE		OK		a.BEST

		30		3		Top ranking		5		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_74		19-49120612-C-G		HC-M1-VS		NA		19		49120612		C		G		SNV		0.175		0.8898776418		clonal		HET		1,1		RPL18		M53I		M		53		I		ENSP00000447001.1		NA		1		NA		79314-TUM-1		79314-GL-1		613.2976		4		7712		A=2,C=3897,G=3813		50.53		49.44		7		7		0.906588		HLA_I		VLKRLFISR		VLKRLFMSR		NQVVLKISRTNR		NQVVLKMSRTNR		0.31		NA		0		0		HLA_I		A3101		NA		0.046		0.174		A3101		0.174		NA		2		NA		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_104,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_115		HLA_I		A3101		NA		0.014		0.051		A3101		0.051		A3101		NA		0.048		0.067		A3101		0.067		Cervix - Ectocervix		2373.75		1397.885		1365.0143396226		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		995.0597906769		Cytosol,Endoplasmic reticulum,Nucleoli		NA		NA		14		0		0		NA		52		1		PARTIAL_MUT		84		Q07020		188		47		55		5		27		1		PARTIAL_MUT		76		Q07020		188		47		55		1		TRUE		OK		a.BEST

		14		6		Top ranking		6		CESC1-A|NeoDisc_Paper|6428-TUM-1|short_14		1-183498075-A-C		HC-M1-M2-VS		NA		1		183498075		A		C		SNV		0.3902439024		1.1607243916		clonal		HET		1,4		SMG7		H202P		H		202		P		ENSP00000340766.2		NA		1		NA		6428-TUM-1		6428-GL-1		130.2702		4		277		A=84,C=193		30.32		69.68		2		2		0.909854		HLA_I		DPLTTIFYY		DHLTTIFYY		SKGDPLFYYCRS		SKGDHLFYYCRS		0.31		NA		0		0		HLA_I		B3543		B5101		0.027		1.482		B3543		1.482		NA		2		NA		CESC1-A|NeoDisc_Paper|6428-TUM-1|short_21,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_34		HLA_I		B3543		A2402,B5101		0.001		0.155		B3543		0.155		B3543		B5101		0.338		2.493		A2402		2.46		Cervix - Ectocervix		23.85		18.33		18.7621698113		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		151.4972766873		Cytosol,Intermediate filaments		NA		NA		66		0		0		NA		17		1		EXACT		78		Q92540		1137		201		209		2		0		0		NONE		4		Q92540-4		1178		201		209		0		TRUE		OK		a.BEST

		13		7		Top ranking		7		CESC1-A|NeoDisc_Paper|19353-TUM-17|short_86		3-195513772-G-A		HC-M2-VS		NA		3		195513772		G		A		SNV		0.1787439614		1.3332758323		clonal		HET		1,3		MUC4		S1560L		S		1560		L		ENSP00000417498.3		NA		1		NA		19353-TUM-17		19353-GL-17		37.0261		4		5		A=5		0		100		8		8		0.844763		HLA_I		LPVTDASLV		LPVTDASSV		TTPLPVSLVSTG		TTPLPVSSVSTG		0.31		NA		0		0		HLA_I		B5101		B3543		0.026		0.015		B5101		0.015		NA		1		NA		CESC1-A|NeoDisc_Paper|19353-TUM-17|short_114		HLA_I		B5101		B3543		0.019		0.024		B5101		0.024		B5101		NA		0.131		0.101		B5101		0.101		Cervix - Ectocervix		1.68		0.33		2.9523584906		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		41.2635824412		NA		NA		OTHER TUMOR DRIVER		79		0		0		NA		22		1		INCLUDED		279		Q99102		5412		2257		2265		2		0		0		NONE		14		Q99102		5412		1217		1225		0		TRUE		OK		a.BEST

		120		8		Top ranking		8		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_87		19-49120612-C-G		HC-M1-VS		NA		19		49120612		C		G		SNV		0.175		0.8898776418		clonal		HET		1,1		RPL18		M53I		M		53		I		ENSP00000447001.1		NA		1		NA		79314-TUM-1		79314-GL-1		613.2976		4		7712		A=2,C=3897,G=3813		50.53		49.44		8		8		0.906588		HLA_I		VVLKRLFISR		VVLKRLFMSR		FNQVVLISRTNR		FNQVVLMSRTNR		0.31		NA		0		0		HLA_I		A3101		NA		0.251		0.867		A3101		0.867		NA		2		NA		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_104,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_115		HLA_I		A3101		NA		0.268		0.717		A3101		0.717		A3101		NA		0.382		0.46		A3101		0.46		Cervix - Ectocervix		2373.75		1397.885		1365.0143396226		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		995.0597906769		Cytosol,Endoplasmic reticulum,Nucleoli		NA		NA		14		0		0		NA		61		1		COVER		84		Q07020		188		46		55		5		32		1		PARTIAL_MUT		76		Q07020		188		46		55		1		TRUE		OK		a.BEST

		2		9		Top ranking		9		CESC1-A|NeoDisc_Paper|36261-TUM-1|short_86		8-42260880-G-C		HC-M1-M2-VS		NA		8		42260880		G		C		SNV		0.2407407407		1.2827324478		clonal		LOH		0,1		VDAC3		K201N		K		201		N		ENSP00000022615.4		NA		1		NA		36261-TUM-1		36261-GL-1		84.9322		4		395		C=199,G=196		49.62		50.38		8		8		0.743922		HLA_I		IYQKVNENI		IYQKVNEKI		GGSIYQENIETS		GGSIYQEKIETS		0.31		NA		0		0		HLA_I		A2402		NA		0.009		0.004		A2402		0.004		NA		9		NA		CESC1-A|NeoDisc_Paper|36261-TUM-1|short_144,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_149,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_150,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_154,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_155,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_156,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_158,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_159,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_161		HLA_I		A2402		NA		0.031		0.024		A2402		0.024		A2402		NA		0.023		0.016		A2402		0.016		Cervix - Ectocervix		70.24		78.55		87.0037735849		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		136.7638976232		Mitochondria		NA		NA		14		0		0		NA		28		1		EXACT		39		Q9Y277		283		194		202		1		93		1		INCLUDED		16		Q9Y277		283		194		202		10		TRUE		OK		a.BEST

		62		10		Top ranking		10		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_17		16-8987881-C-G		HC-M1-M2-VS		NA		16		8987881		C		G		SNV		0.2173913043		1.440651425		clonal		HET		1,1		USP7		E1095Q		E		1095		Q		ENSP00000343535.4		NA		1		NA		64170-TUM-1		64170-GL-1		327.278		4		951		C=562,G=389		59.1		40.9		6		6		0.844089		HLA_I		RYTYLQKAI		RYTYLEKAI		KRSRYTKAIKIH		KRSRYTKAIKIH		0.31		NA		0		0		HLA_I		A2402		NA		0.129		0.296		A2402		0.296		NA		5		NA		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_57,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_59,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_60,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_65,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_68		HLA_I		A2402		NA		0.208		0.312		A2402		0.312		A2402		NA		0.575		0.907		A2402		0.907		Cervix - Ectocervix		55.98		42.94		38.8054716981		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		212.2169168805		NA		NA		NA		67		0		0		NA		40		1		PARTIAL_MUT		108		Q93009		1102		1090		1098		6		0		0		NONE		8		Q93009		1102		1090		1098		0		TRUE		OK		a.BEST

		398		11		Top ranking		11		CESC1-A|NeoDisc_Paper|86651-TUM-1|short_75		X-41204533-C-T		M1-M2		NA		X		41204533		C		T		SNV		0.0888888889		0.2659323367		subclonal		LOH		0,1		DDX3X		R376C		R		376		C		ENSP00000487224.1		NA		1		NA		86651-TUM-1		86651-GL-1		113.7185		4		1373		C=131,T=1242		9.54		90.46		7		7		NA		HLA_I		MPPKGVCHTM		MPPKGVRHTM		QDTMPPHTMMFS		QDTMPPHTMMFS		0.31		NA		0		0		HLA_I		B3543		B5101		0.151		0.217		B3543		0.217		NA		0		NA		NA		HLA_I		B3543		B5101		0.382		0.557		B3543		0.557		B3543		B5101,C0102		0.257		0.195		B3543		0.195		Cervix - Ectocervix		114.54		68.1		68.4852830189		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		83.8814568785		Cytosol,Nucleoplasm		NA		OTHER TUMOR DRIVER		102		1		0		NA		33		1		EXACT		172		O00571		662		370		379		2		0		0		NONE		35		O00571		662		370		379		0		TRUE		OK		a.BEST

		12		12		Top ranking		12		CESC1-A|NeoDisc_Paper|72090-TUM-1|short_50		17-73487227-C-T		HC-M1-M2-VS		NA		17		73487227		C		T		SNV		0.3636363636		1.1520737327		clonal		HET		1,1		TMEM94		S409F		S		409		F		ENSP00000313885.7		NA		1		NA		72090-TUM-1		72090-GL-1		131.0481		4		204		C=120,T=84		58.82		41.18		5		5		0.914988		HLA_I		HSLGFVTVL		HSLGSVTVL		SLLHSLTVLCCV		SLLHSLTVLCCV		0.31		NA		0		0		HLA_I		C1502		B3543,B5101,C0102		0.024		0.062		C1502		0.062		NA		4		NA		CESC1-A|NeoDisc_Paper|72090-TUM-1|short_101,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_112,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_116,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_117		HLA_I		C1502		A2402,A3101,B3543,B5101,C0102		0.006		0.095		C1502		0.095		C1502		B3543,B5101,C0102		0.04		0.091		C1502		0.091		Cervix - Ectocervix		61.27		47.4		54.9435849057		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		105.0314288709		Nuclear bodies,Nucleoplasm		NA		NA		NA		NA		NA		NA		9		1		EXACT		53		Q12767-3		1366		415		423		1		0		0		NONE		12		Q12767-2		1386		405		413		0		TRUE		OK		a.BEST

		384		13		Top ranking		13		CESC1-A|NeoDisc_Paper|19353-TUM-8|short_9		3-195516719-G-A		HC-M1-M2		NA		3		195516719		G		A		SNV		0.2341772152		1.0118128124		clonal		HET		1,3		MUC4		L578F		L		578		F		ENSP00000417498.3		NA		1		NA		19353-TUM-8		19353-GL-8		37.0261		4		127		A=104,G=23		18.11		81.89		3		3		0.610058		HLA_I		EAFLSSPSY		EALLSSPSY		TTGEAFPSYSVT		TTGEALPSYSVT		0.31		NA		0		0		HLA_I		B3543		B5101		0.016		0.033		B3543		0.033		NA		3		NA		CESC1-A|NeoDisc_Paper|19353-TUM-8|short_52,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_59,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_60		HLA_I		B3543		B5101		0.05		0.088		B3543		0.088		B3543		B5101		0.007		0.033		B3543		0.033		Cervix - Ectocervix		1.68		0.33		2.9523584906		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		41.2635824412		NA		NA		OTHER TUMOR DRIVER		79		0		0		NA		4		0		PARTIAL		279		Q99102		5412		576		584		0		0		0		NONE		14		Q99102		5412		576		584		0		TRUE		OK		a.BEST

		6		14		Top ranking		14		CESC1-A|NeoDisc_Paper|23313-TUM-1|short_50		5-32243637-C-G		M1-M2		NA		5		32243637		C		G		SNV		0.0681818182		0.4608294931		clonal		LOH		0,2		MTMR12		D364H		D		364		H		ENSP00000371577.3		NA		1		NA		23313-TUM-1		23313-GL-1		49.1193		4		96		C=41,G=55		42.71		57.29		5		5		0.922204		HLA_I		SSWLHIIRR		SSWLDIIRR		LESSSWIRRCLK		LESSSWIRRCLK		0.31		NA		0		0		HLA_I		A3101		NA		0.015		0.044		A3101		0.044		NA		3		NA		CESC1-A|NeoDisc_Paper|23313-TUM-1|short_131,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_146,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_152		HLA_I		A3101		C1502		0.003		0.015		A3101		0.015		A3101		NA		0.013		0.227		A3101		0.227		Cervix - Ectocervix		10.37		9.08		9.5383018868		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		50.1620359957		NA		NA		NA		56		0		0		NA		9		1		INCLUDED		41		Q9C0I1		747		360		368		1		0		0		NONE		8		Q9C0I1		747		360		368		0		TRUE		OK		a.BEST

		82		15		Top ranking		15		CESC1-A|NeoDisc_Paper|1515-TUM-1|short_26		1-27189761-G-A		HC-M1-M2-VS		NA		1		27189761		G		A		SNV		0.2456140351		0.800874284		clonal		HET		1,2		SFN		E20K		E		20		K		ENSP00000340989.4		NA		1		NA		1515-TUM-1		1515-GL-1		890.9809		4		6731		A=3165,G=3566		52.98		47.02		3		3		0.783445		HLA_I		RYKDMAAFM		RYEDMAAFM		QAERYKAFMKGA		QAERYEAFMKGA		0.31		NA		0		0		HLA_I		A2402		A3101		0.172		0.238		A2402		0.238		NA		0		NA		NA		HLA_I		A2402		A3101,C1502		0.069		0.092		A2402		0.092		A2402		NA		0.221		0.538		A2402		0.538		Cervix - Ectocervix		1.47		1.01		83.2579245283		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		1182.7603621259		Cytosol,Nucleoli		Predicted to be secreted		NA		15		0		0		NA		13		0		PARTIAL_MUT		44		P31947		248		18		26		1		1		0		PARTIAL		47		P31947		248		18		26		0		TRUE		OK		a.BEST





Class_I_selection

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		peptide_id		chromosome		genomic_coord		ref		alt		gene		aa_wt		protein_coord		aa_mutant		TCGA_Cancer_expression		rnaseq_TPM		%rnaseq_alt_support		mutation		mutant_seq		mutant_best_alleles		mutant_other_significant_alleles		mutant_rank		wt_seq		wt_rank		Final_Peptide_Class		database_entry		gene_driver_Intogen		mutation_driver_statement_Intogen

		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_38		19		49120612		C		G		RPL18		M		53		I		995.0597906769		613.2976		49.44		M53I		RLFISRTNR		A3101		NA		0.023		RLFMSRTNR		0.081		HLA_I		ENSP00000447001.1		NA		NA

		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_8		16		8987881		C		G		USP7		E		1095		Q		212.2169168805		327.278		40.9		E1095Q		TYLQKAIKI		A2402		B5101		0.021		TYLEKAIKI		0.016		HLA_I		ENSP00000343535.4		NA		NA

		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_85		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		IPILVNGI		B5101		B3543		0.044		IPILVNGM		0.321		HLA_I		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_87		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		IPILVNGIKY		B3543		NA		0.043		IPILVNGMKY		0.101		HLA_I		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_74		19		49120612		C		G		RPL18		M		53		I		995.0597906769		613.2976		49.44		M53I		VLKRLFISR		A3101		NA		0.046		VLKRLFMSR		0.174		HLA_I		ENSP00000447001.1		NA		NA

		CESC1-A|NeoDisc_Paper|6428-TUM-1|short_14		1		183498075		A		C		SMG7		H		202		P		151.4972766873		130.2702		69.68		H202P		DPLTTIFYY		B3543		B5101		0.027		DHLTTIFYY		1.482		HLA_I		ENSP00000340766.2		NA		NA

		CESC1-A|NeoDisc_Paper|19353-TUM-17|short_86		3		195513772		G		A		MUC4		S		1560		L		41.2635824412		37.0261		100		S1560L		LPVTDASLV		B5101		B3543		0.026		LPVTDASSV		0.015		HLA_I		ENSP00000417498.3		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_87		19		49120612		C		G		RPL18		M		53		I		995.0597906769		613.2976		49.44		M53I		VVLKRLFISR		A3101		NA		0.251		VVLKRLFMSR		0.867		HLA_I		ENSP00000447001.1		NA		NA

		CESC1-A|NeoDisc_Paper|36261-TUM-1|short_86		8		42260880		G		C		VDAC3		K		201		N		136.7638976232		84.9322		50.38		K201N		IYQKVNENI		A2402		NA		0.009		IYQKVNEKI		0.004		HLA_I		ENSP00000022615.4		NA		NA

		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_17		16		8987881		C		G		USP7		E		1095		Q		212.2169168805		327.278		40.9		E1095Q		RYTYLQKAI		A2402		NA		0.129		RYTYLEKAI		0.296		HLA_I		ENSP00000343535.4		NA		NA

		CESC1-A|NeoDisc_Paper|86651-TUM-1|short_75		X		41204533		C		T		DDX3X		R		376		C		83.8814568785		113.7185		90.46		R376C		MPPKGVCHTM		B3543		B5101		0.151		MPPKGVRHTM		0.217		HLA_I		ENSP00000487224.1		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|72090-TUM-1|short_50		17		73487227		C		T		TMEM94		S		409		F		105.0314288709		131.0481		41.18		S409F		HSLGFVTVL		C1502		B3543,B5101,C0102		0.024		HSLGSVTVL		0.062		HLA_I		ENSP00000313885.7		NA		NA

		CESC1-A|NeoDisc_Paper|19353-TUM-8|short_9		3		195516719		G		A		MUC4		L		578		F		41.2635824412		37.0261		81.89		L578F		EAFLSSPSY		B3543		B5101		0.016		EALLSSPSY		0.033		HLA_I		ENSP00000417498.3		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|23313-TUM-1|short_50		5		32243637		C		G		MTMR12		D		364		H		50.1620359957		49.1193		57.29		D364H		SSWLHIIRR		A3101		NA		0.015		SSWLDIIRR		0.044		HLA_I		ENSP00000371577.3		NA		NA

		CESC1-A|NeoDisc_Paper|1515-TUM-1|short_26		1		27189761		G		A		SFN		E		20		K		1182.7603621259		890.9809		47.02		E20K		RYKDMAAFM		A2402		A3101		0.172		RYEDMAAFM		0.238		HLA_I		ENSP00000340989.4		NA		NA





Class_II

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		Prioritization_rulebased		Prioritization_ML		FILTER		Selection		peptide_id		mutation_id		callers		neoDisc_identification		chromosome		genomic_coord		ref		alt		mutation_type		VAF		CCF		Clonality		Zygosity		CopyNumbers		gene		mutation		aa_wt		protein_coord		aa_mutant		database_entry		phased_sm		nb_mutations		phased_snp		mut_seqid		wt_seqid		rnaseq_TPM		rnaseq_gene_expression_quartile		rnaseq_coverage		rnaseq_detected_variants		%rnaseq_ref_support		%rnaseq_alt_support		pep_mut_start		pep_mut_end		CSCAPE_score		Peptide_Class		mutant_seq		wt_seq		mut_context		wt_context		TumorContent		mutant_best_core		Mutation_position_in_Core		Mutation_distance_to_Core		Final_Peptide_Class		mutant_best_alleles		mutant_other_significant_alleles		mutant_rank		wt_rank		wt_best_alleles		wt_best_rank		number_included_HLA_I		number_overlaping_HLA_II		included_HLA_I		overlaping_HLA_II		Final_Peptide_Class_PRIME		mutant_best_alleles_PRIME		mutant_other_significant_alleles_PRIME		mutant_rank_PRIME		wt_rank_PRIME		wt_best_alleles_PRIME		wt_best_rank_PRIME		mutant_best_alleles_netMHCpan		mutant_other_significant_alleles_netMHCpan		mutant_rank_netMHCpan		wt_rank_netMHCpan		wt_best_alleles_netMHCpan		wt_best_rank_netMHCpan		Sample_Tissue		Sample_Tissue_expression_GTEx		GTEx_all_tissues_expression_median		GTEx_all_tissues_expression_mean		Cancer_Type		TCGA_Cancer_expression		INTRACELLULAR_LOCATIONS		EXTRACELLULAR_LOCATIONS		gene_driver_Intogen		nb_mutations_in_gene_Intogen		nb_mutations_same_position_Intogen		nb_same_mutation_Intogen		mutation_driver_statement_Intogen		bestWTMatchScore_I		bestWTMatchOverlap_I		bestWTMatchType_I		bestWTPeptideCount_I		bestWTProtein_I		bestWTProteinLength_I		bestWTProteinStart_I		bestWTProteinEnd_I		bestMutationScore_I		bestWTMatchScore_II		bestWTMatchOverlap_II		bestWTMatchType_II		bestWTPeptideCount_II		bestWTProtein_II		bestWTProteinLength_II		bestWTProteinStart_II		bestWTProteinEnd_II		bestMutationScore_II		IncludedInLong		UNIQUE_PEP_FLAG		Rulebased_GROUP

		1		8919		Top ranking		1		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_112		20-47858441-C-G		HC-M1-M2-VS		NA		20		47858441		C		G		SNV		0.1588785047		1.1715106995		clonal		HET		1,3		DDX27		L637V		L		637		V		ENSP00000482680.1		NA		1		NA		82537-TUM-1		82537-GL-1		49.9823		4		1480		C=1178,G=302		79.59		20.41		10		10		0.769977		HLA_II		RKKEKIAKAVQEFD		RKKEKIAKALQEFD		KEERKKEFDLAL		KEERKKEFDLAL		0.31		EKIAKAVQE		7		0		HLA_II		DQA1_03_01__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.00841		0.0285		DQA1_03_01__DQB1_03_02		0.0285		3		NA		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_49,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_62,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_110		NA		HLA_II		DQA1_03_01__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.00841		0.0285		DQA1_03_01__DQB1_03_02		0.0285		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		36.36		25.75		23.8387735849		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		29.8906522135		Nucleoli		NA		NA		60		0		0		NA		0		0		NONE		107		Q96GQ7		796		659		672		0		0		0		NONE		6		Q96GQ7		796		659		672		0		TRUE		OK		a.BEST

		2		8920		Top ranking		2		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_121		12-56486842-G-C		HC-M1-M2-VS		NA		12		56486842		G		C		SNV		0.2		1.273344652		clonal		HET		1,1		ERBB3		G419A		G		419		A		ENSP00000267101.4		NA		1		NA		53195-TUM-1		53195-GL-1		71.0518		4		371		C=207,G=164		44.2		55.8		11		11		0.756398		HLA_II		FSVFSNLTTIAGRS		FSVFSNLTTIGGRS		MHNFSVGRSLYN		MHNFSVGRSLYN		0.31		FSNLTTIAG		8		0		HLA_II		DRB1_04_08		DRB1_04_04		0.0205		0.0924		DRB1_04_08		0.0924		5		NA		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_74,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_99,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_100,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_119		NA		HLA_II		DRB1_04_08		DRB1_04_04		0.0205		0.0924		DRB1_04_08		0.0924		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		16.12		15.31		23.5678301887		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		240.22050106		Actin filaments,Plasma membrane		Predicted to be secreted		OTHER TUMOR DRIVER		118		0		0		NA		47		1		COVER		98		P21860		1342		409		422		5		0		0		NONE		87		P21860		1342		409		422		0		TRUE		OK		a.BEST

		3		8921		Top ranking		3		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_130		12-56486842-G-C		HC-M1-M2-VS		NA		12		56486842		G		C		SNV		0.2		1.273344652		clonal		HET		1,1		ERBB3		G419A		G		419		A		ENSP00000267101.4		NA		1		NA		53195-TUM-1		53195-GL-1		71.0518		4		371		C=207,G=164		44.2		55.8		12		12		0.756398		HLA_II		NFSVFSNLTTIAGRS		NFSVFSNLTTIGGRS		HMHNFSGRSLYN		HMHNFSGRSLYN		0.31		FSNLTTIAG		8		0		HLA_II		DRB1_04_08		DRB1_04_04		0.0285		0.18		DRB1_04_08		0.18		5		NA		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_74,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_99,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_100,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_119		NA		HLA_II		DRB1_04_08		DRB1_04_04		0.0285		0.18		DRB1_04_08		0.18		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		16.12		15.31		23.5678301887		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		240.22050106		Actin filaments,Plasma membrane		Predicted to be secreted		OTHER TUMOR DRIVER		118		0		0		NA		48		1		COVER		98		P21860		1342		408		422		5		0		0		NONE		87		P21860		1342		408		422		0		TRUE		OK		a.BEST

		4		8922		Top ranking		4		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_44		19-12822400-C-T		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.1275167785		0.8354606637		clonal		HET		1,1		TNPO2		M306I		M		306		I		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		205.5717		4		429		C=193,T=236		44.99		55.01		4		4		0.922936		HLA_II		VNGIKYSEIDIILLK		VNGMKYSEIDIILLK		PILVNGLLKGDV		PILVNGLLKGDV		0.31		IKYSEIDII		1		0		HLA_II		DRB4_01_03		NA		0.0451		0.575		DRB4_01_03		0.575		6		NA		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_2,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_17,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_25,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_29,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_38,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_41		NA		HLA_II		DRB4_01_03		NA		0.0451		0.575		DRB4_01_03		0.575		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		48.07		35.03		36.6111320755		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		Nucleoli,Nucleoplasm		NA		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		17		1		COVER		65		O14787-2		887		303		317		1		0		0		NONE		6		O14787-2		887		303		317		0		TRUE		OK		a.BEST

		5		8924		Top ranking		5		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_122		20-47858441-C-G		HC-M1-M2-VS		NA		20		47858441		C		G		SNV		0.1588785047		1.1715106995		clonal		HET		1,3		DDX27		L637V		L		637		V		ENSP00000482680.1		NA		1		NA		82537-TUM-1		82537-GL-1		49.9823		4		1480		C=1178,G=302		79.59		20.41		11		11		0.769977		HLA_II		ERKKEKIAKAVQEFD		ERKKEKIAKALQEFD		TKEERKEFDLAL		TKEERKEFDLAL		0.31		EKIAKAVQE		7		0		HLA_II		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.0556		0.102		DQA1_03_01__DQB1_03_02		0.0936		3		NA		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_49,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_62,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_110		NA		HLA_II		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.0556		0.102		DQA1_03_01__DQB1_03_02		0.0936		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		36.36		25.75		23.8387735849		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		29.8906522135		Nucleoli		NA		NA		60		0		0		NA		0		0		NONE		107		Q96GQ7		796		658		672		0		0		0		NONE		6		Q96GQ7		796		658		672		0		TRUE		OK		a.BEST

		6		8926		Top ranking		6		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_96		19-12822400-C-T		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.1275167785		0.8354606637		clonal		HET		1,1		TNPO2		M306I		M		306		I		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		205.5717		4		429		C=193,T=236		44.99		55.01		8		8		0.922936		HLA_II		IPILVNGIKYSEIDIILLK		IPILVNGMKYSEIDIILLK		VQLIPILLKGDV		VQLIPILLKGDV		0.31		IKYSEIDII		1		0		HLA_II		DRB4_01_03		NA		0.0605		0.447		DRB4_01_03		0.447		9		NA		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_2,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_17,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_25,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_29,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_38,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_41,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_51,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_85,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_87		NA		HLA_II		DRB4_01_03		NA		0.0605		0.447		DRB4_01_03		0.447		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		48.07		35.03		36.6111320755		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		Nucleoli,Nucleoplasm		NA		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		21		1		COVER		65		O14787-2		887		299		317		1		0		0		NONE		6		O14787-2		887		299		317		0		TRUE		OK		a.BEST

		7		8927		Top ranking		7		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_45		19-12822400-C-T		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.1275167785		0.8354606637		clonal		HET		1,1		TNPO2		M306I		M		306		I		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		205.5717		4		429		C=193,T=236		44.99		55.01		4		4		0.922936		HLA_II		VNGIKYSEIDIILLKG		VNGMKYSEIDIILLKG		PILVNGLKGDVE		PILVNGLKGDVE		0.31		IKYSEIDII		1		0		HLA_II		DRB4_01_03		NA		0.0606		0.315		DRB4_01_03		0.315		6		NA		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_2,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_17,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_25,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_29,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_38,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_41		NA		HLA_II		DRB4_01_03		NA		0.0606		0.315		DRB4_01_03		0.315		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		48.07		35.03		36.6111320755		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		Nucleoli,Nucleoplasm		NA		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		17		0		COVER		65		O14787-2		887		303		318		1		0		0		NONE		6		O14787-2		887		303		318		0		TRUE		OK		a.BEST

		8		8928		Top ranking		8		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_111		12-56486842-G-C		HC-M1-M2-VS		NA		12		56486842		G		C		SNV		0.2		1.273344652		clonal		HET		1,1		ERBB3		G419A		G		419		A		ENSP00000267101.4		NA		1		NA		53195-TUM-1		53195-GL-1		71.0518		4		371		C=207,G=164		44.2		55.8		10		10		0.756398		HLA_II		SVFSNLTTIAGRS		SVFSNLTTIGGRS		HNFSVFGRSLYN		HNFSVFGRSLYN		0.31		FSNLTTIAG		8		0		HLA_II		DRB1_04_08		DRB1_04_04		0.0746		0.298		DRB1_04_08		0.298		4		NA		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_74,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_99,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_100,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110		NA		HLA_II		DRB1_04_08		DRB1_04_04		0.0746		0.298		DRB1_04_08		0.298		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		16.12		15.31		23.5678301887		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		240.22050106		Actin filaments,Plasma membrane		Predicted to be secreted		OTHER TUMOR DRIVER		118		0		0		NA		46		1		COVER		98		P21860		1342		410		422		5		0		0		NONE		87		P21860		1342		410		422		0		TRUE		OK		a.BEST

		9		8930		Top ranking		9		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110		12-56486842-G-C		HC-M1-M2-VS		NA		12		56486842		G		C		SNV		0.2		1.273344652		clonal		HET		1,1		ERBB3		G419A		G		419		A		ENSP00000267101.4		NA		1		NA		53195-TUM-1		53195-GL-1		71.0518		4		371		C=207,G=164		44.2		55.8		10		10		0.756398		HLA_I_II		SVFSNLTTIAGR		SVFSNLTTIGGR		HNFSVFAGRSLY		HNFSVFGGRSLY		0.31		FSNLTTIAG		8		0		HLA_I_II		DRB1_04_08		A3101,DRB1_04_04		0.0989		0.604		A3101		0.325		3		18		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_74,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_99,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_111,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_112,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_113,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_120,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_121,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_122,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_123,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_124,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_129,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_130,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_131,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_132,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_133,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_137,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_138,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_139,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_145		HLA_II		DRB1_04_08		DRB1_04_04		0.0989		0.604		DRB1_04_08		0.604		A3101		NA		0.592		0.616		A3101		0.616		Cervix - Ectocervix		16.12		15.31		23.5678301887		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		240.22050106		Actin filaments,Plasma membrane		Predicted to be secreted		OTHER TUMOR DRIVER		118		0		0		NA		41		1		EXACT		98		P21860		1342		410		421		5		0		0		NONE		87		P21860		1342		410		421		0		TRUE		OK		a.BEST

		10		8931		Top ranking		10		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_122		12-56486842-G-C		HC-M1-M2-VS		NA		12		56486842		G		C		SNV		0.2		1.273344652		clonal		HET		1,1		ERBB3		G419A		G		419		A		ENSP00000267101.4		NA		1		NA		53195-TUM-1		53195-GL-1		71.0518		4		371		C=207,G=164		44.2		55.8		11		11		0.756398		HLA_II		FSVFSNLTTIAGRSL		FSVFSNLTTIGGRSL		MHNFSVRSLYNR		MHNFSVRSLYNR		0.31		FSNLTTIAG		8		0		HLA_II		DRB1_04_08		NA		0.103		0.583		DRB1_04_08		0.583		8		NA		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_37,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_50,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_63,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_74,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_99,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_100,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110,CESC1-A|NeoDisc_Paper|53195-TUM-1|short_119		NA		HLA_II		DRB1_04_08		NA		0.103		0.583		DRB1_04_08		0.583		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		16.12		15.31		23.5678301887		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		240.22050106		Actin filaments,Plasma membrane		Predicted to be secreted		OTHER TUMOR DRIVER		118		0		0		NA		53		1		COVER		98		P21860		1342		409		423		5		0		0		NONE		87		P21860		1342		409		423		0		TRUE		OK		a.BEST

		11		8932		Top ranking		11		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_124		20-47858441-C-G		HC-M1-M2-VS		NA		20		47858441		C		G		SNV		0.1588785047		1.1715106995		clonal		HET		1,3		DDX27		L637V		L		637		V		ENSP00000482680.1		NA		1		NA		82537-TUM-1		82537-GL-1		49.9823		4		1480		C=1178,G=302		79.59		20.41		11		11		0.769977		HLA_II		ERKKEKIAKAVQEFDLA		ERKKEKIAKALQEFDLA		TKEERKDLALRG		TKEERKDLALRG		0.31		EKIAKAVQE		7		0		HLA_II		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.104		0.196		DQA1_03_03__DQB1_03_02		0.196		3		NA		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_49,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_62,CESC1-A|NeoDisc_Paper|82537-TUM-1|short_110		NA		HLA_II		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.104		0.196		DQA1_03_03__DQB1_03_02		0.196		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		36.36		25.75		23.8387735849		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		29.8906522135		Nucleoli		NA		NA		60		0		0		NA		0		0		NONE		107		Q96GQ7		796		658		674		0		0		0		NONE		6		Q96GQ7		796		658		674		0		TRUE		OK		a.BEST

		12		8933		Top ranking		12		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_93		1-27190160-G-C		HC-M1-M2-VS		NA		1		27190160		G		C		SNV		0.1744966443		1.2594275329		clonal		HET		1,2		SFN		E153Q		E		153		Q		ENSP00000340989.4		NA		1		NA		1515-TUM-3		1515-GL-3		890.9809		4		7257		C=3358,G=3897,T=2		53.7		46.27		8		8		0.653787		HLA_II		SARSAYQQAMDISKKE		SARSAYQEAMDISKKE		IIDSARKKEMPP		IIDSARKKEMPP		0.31		AYQQAMDIS		4		0		HLA_II		DRB4_01_03		NA		0.118		0.688		DRB4_01_03		0.688		3		NA		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_40,CESC1-A|NeoDisc_Paper|1515-TUM-3|short_50,CESC1-A|NeoDisc_Paper|1515-TUM-3|short_53		NA		HLA_II		DRB4_01_03		NA		0.118		0.688		DRB4_01_03		0.688		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		1.47		1.01		83.2579245283		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		1182.7603621259		Cytosol,Nucleoli		Predicted to be secreted		NA		15		0		0		NA		23		0		PARTIAL		44		P31947		248		146		161		0		57		0		PARTIAL_MUT		47		P31947		248		146		161		5		TRUE		OK		a.BEST

		13		8934		Top ranking		13		CESC1-A|NeoDisc_Paper|20033-TUM-1|short_131		4-15638285-C-T		HC-M1-M2-VS		NA		4		15638285		C		T		SNV		0.2181818182		1.2650221379		clonal		LOH		0,2		FBXL5		E200K		E		200		K		ENSP00000344866.3		NA		1		NA		20033-TUM-1		20033-GL-1		91.7291		4		184		C=103,T=81		55.98		44.02		12		12		0.846634		HLA_II		DEKSDKEAEVSKHSTG		DEKSDKEAEVSEHSTG		YSVDEKSTGITH		YSVDEKSTGITH		0.31		DKEAEVSKH		8		0		HLA_II		DQA1_03_01__DQB1_03_01		DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.12		0.0137		DQA1_03_01__DQB1_03_01		0.0137		0		NA		NA		NA		HLA_II		DQA1_03_01__DQB1_03_01		DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.12		0.0137		DQA1_03_01__DQB1_03_01		0.0137		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		49.31		36.58		38.8847169811		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		88.3122769774		NA		NA		NA		25		0		0		NA		19		0		COVER		82		Q9UKA1		691		189		204		2		0		0		NONE		7		Q9UKA1		691		189		204		0		TRUE		OK		a.BEST

		14		8935		Top ranking		14		CESC1-A|NeoDisc_Paper|83914-TUM-1|short_130		21-47419086-G-C		HC-M1-M2-VS		NA		21		47419086		G		C		SNV		0.1228070175		0.8363201912		clonal		HET		1,1		COL6A1		R565P		R		565		P		ENSP00000355180.3		NA		1		NA		83914-TUM-1		83914-GL-1		41.6374		4		423		C=120,G=303		71.63		28.37		12		12		0.701204		HLA_II		DPGDDNNDIAPPGVKG		DPGDDNNDIAPRGVKG		EAGDPGVKGAKG		EAGDPGVKGAKG		0.31		DNNDIAPPG		8		0		HLA_II		DQA1_03_03__DQB1_03_01		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_02		0.124		0.318		DQA1_03_03__DQB1_03_01		0.318		1		NA		CESC1-A|NeoDisc_Paper|83914-TUM-1|short_36		NA		HLA_II		DQA1_03_03__DQB1_03_01		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_02		0.124		0.318		DQA1_03_03__DQB1_03_01		0.318		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		1129.18		193.93		354.8508490566		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		161.1410204114		Cytosol		Predicted to be secreted		NA		64		0		0		NA		0		0		NONE		109		P12109		1028		554		569		0		0		0		NONE		127		P12109		1028		554		569		0		TRUE		OK		a.BEST

		15		8936		Top ranking		15		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_92		1-27190160-G-C		HC-M1-M2-VS		NA		1		27190160		G		C		SNV		0.1744966443		1.2594275329		clonal		HET		1,2		SFN		E153Q		E		153		Q		ENSP00000340989.4		NA		1		NA		1515-TUM-3		1515-GL-3		890.9809		4		7257		C=3358,G=3897,T=2		53.7		46.27		8		8		0.653787		HLA_II		SARSAYQQAMDISKK		SARSAYQEAMDISKK		IIDSARSKKEMP		IIDSARSKKEMP		0.31		AYQQAMDIS		4		0		HLA_II		DRB4_01_03		NA		0.125		0.524		DRB4_01_03		0.524		3		NA		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_40,CESC1-A|NeoDisc_Paper|1515-TUM-3|short_50,CESC1-A|NeoDisc_Paper|1515-TUM-3|short_53		NA		HLA_II		DRB4_01_03		NA		0.125		0.524		DRB4_01_03		0.524		NA		NA		NA		NA		NA		NA		Cervix - Ectocervix		1.47		1.01		83.2579245283		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		1182.7603621259		Cytosol,Nucleoli		Predicted to be secreted		NA		15		0		0		NA		21		0		PARTIAL		44		P31947		248		146		160		0		57		0		PARTIAL_MUT		47		P31947		248		146		160		5		TRUE		OK		a.BEST





Class_II_selection

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		peptide_id		chromosome		genomic_coord		ref		alt		gene		aa_wt		protein_coord		aa_mutant		TCGA_Cancer_expression		rnaseq_TPM		%rnaseq_alt_support		mutation		mutant_seq		mutant_best_alleles		mutant_other_significant_alleles		mutant_rank		wt_seq		wt_rank		Final_Peptide_Class		database_entry		gene_driver_Intogen		mutation_driver_statement_Intogen

		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_112		20		47858441		C		G		DDX27		L		637		V		29.8906522135		49.9823		20.41		L637V		RKKEKIAKAVQEFD		DQA1_03_01__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.00841		RKKEKIAKALQEFD		0.0285		HLA_II		ENSP00000482680.1		NA		NA

		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_121		12		56486842		G		C		ERBB3		G		419		A		240.22050106		71.0518		55.8		G419A		FSVFSNLTTIAGRS		DRB1_04_08		DRB1_04_04		0.0205		FSVFSNLTTIGGRS		0.0924		HLA_II		ENSP00000267101.4		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_130		12		56486842		G		C		ERBB3		G		419		A		240.22050106		71.0518		55.8		G419A		NFSVFSNLTTIAGRS		DRB1_04_08		DRB1_04_04		0.0285		NFSVFSNLTTIGGRS		0.18		HLA_II		ENSP00000267101.4		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_44		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		VNGIKYSEIDIILLK		DRB4_01_03		NA		0.0451		VNGMKYSEIDIILLK		0.575		HLA_II		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_122		20		47858441		C		G		DDX27		L		637		V		29.8906522135		49.9823		20.41		L637V		ERKKEKIAKAVQEFD		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.0556		ERKKEKIAKALQEFD		0.102		HLA_II		ENSP00000482680.1		NA		NA

		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_96		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		IPILVNGIKYSEIDIILLK		DRB4_01_03		NA		0.0605		IPILVNGMKYSEIDIILLK		0.447		HLA_II		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_45		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		VNGIKYSEIDIILLKG		DRB4_01_03		NA		0.0606		VNGMKYSEIDIILLKG		0.315		HLA_II		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_111		12		56486842		G		C		ERBB3		G		419		A		240.22050106		71.0518		55.8		G419A		SVFSNLTTIAGRS		DRB1_04_08		DRB1_04_04		0.0746		SVFSNLTTIGGRS		0.298		HLA_II		ENSP00000267101.4		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_110		12		56486842		G		C		ERBB3		G		419		A		240.22050106		71.0518		55.8		G419A		SVFSNLTTIAGR		DRB1_04_08		A3101,DRB1_04_04		0.0989		SVFSNLTTIGGR		0.604		HLA_I_II		ENSP00000267101.4		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|53195-TUM-1|short_122		12		56486842		G		C		ERBB3		G		419		A		240.22050106		71.0518		55.8		G419A		FSVFSNLTTIAGRSL		DRB1_04_08		NA		0.103		FSVFSNLTTIGGRSL		0.583		HLA_II		ENSP00000267101.4		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|82537-TUM-1|short_124		20		47858441		C		G		DDX27		L		637		V		29.8906522135		49.9823		20.41		L637V		ERKKEKIAKAVQEFDLA		DQA1_03_03__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02		0.104		ERKKEKIAKALQEFDLA		0.196		HLA_II		ENSP00000482680.1		NA		NA

		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_93		1		27190160		G		C		SFN		E		153		Q		1182.7603621259		890.9809		46.27		E153Q		SARSAYQQAMDISKKE		DRB4_01_03		NA		0.118		SARSAYQEAMDISKKE		0.688		HLA_II		ENSP00000340989.4		NA		NA

		CESC1-A|NeoDisc_Paper|20033-TUM-1|short_131		4		15638285		C		T		FBXL5		E		200		K		88.3122769774		91.7291		44.02		E200K		DEKSDKEAEVSKHSTG		DQA1_03_01__DQB1_03_01		DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02		0.12		DEKSDKEAEVSEHSTG		0.0137		HLA_II		ENSP00000344866.3		NA		NA

		CESC1-A|NeoDisc_Paper|83914-TUM-1|short_130		21		47419086		G		C		COL6A1		R		565		P		161.1410204114		41.6374		28.37		R565P		DPGDDNNDIAPPGVKG		DQA1_03_03__DQB1_03_01		DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_02		0.124		DPGDDNNDIAPRGVKG		0.318		HLA_II		ENSP00000355180.3		NA		NA

		CESC1-A|NeoDisc_Paper|1515-TUM-3|short_92		1		27190160		G		C		SFN		E		153		Q		1182.7603621259		890.9809		46.27		E153Q		SARSAYQQAMDISKK		DRB4_01_03		NA		0.125		SARSAYQEAMDISKK		0.524		HLA_II		ENSP00000340989.4		NA		NA





long_peptides

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		Prioritization_rulebased		Prioritization_ML		FILTER		Selection		peptide_id		LONGPEPTIDE_TAG		Sample_Tissue		TumorContent		callers		neoDisc_identification		chromosome		genomic_coord		ref		alt		mutation_type		CCF		Clonality		Zygosity		CopyNumbers		VAF		gene		mutation		Sample_Tissue_expression_GTEx		Cancer_Type		TCGA_Cancer_expression		aa_wt		protein_coord		aa_mutant		rnaseq_TPM		rnaseq_gene_expression_quartile		rnaseq_coverage		rnaseq_detected_variants		%rnaseq_ref_support		%rnaseq_alt_support		pep_mut_start		pep_mut_end		mutant_seq		wt_seq		ALTERNATIVE_MUTANT_LONG_PEPTIDES		ALTERNATIVE_WT_LONG_PEPTIDES		INCLUDED_SHORT_PEPTIDES		MIN_MUT_RANK_CI_MIXMHC		TOP5_MUT_RANK_CI_MIXMHC		MIN_MUT_RANK_ALLELES_CI_MIXMHC		ADDITIONAL_MUT_RANK_ALLELES_CI_MIXMHC		COUNT_MUT_RANK_CI_MIXMHC		WT_RANK_CI_MIXMHC		WT_BEST_ALLELES_CI_MIXMHC		WT_BEST_RANK_CI_MIXMHC		TOP5_WT_RANK_CI_MIXMHC		MIN_MUT_RANK_CI_PRIME		TOP5_MUT_RANK_CI_PRIME		MIN_MUT_RANK_ALLELES_CI_PRIME		ADDITIONAL_MUT_RANK_ALLELES_CI_PRIME		COUNT_MUT_RANK_CI_PRIME		WT_RANK_CI_PRIME		WT_BEST_ALLELES_CI_PRIME		WT_BEST_RANK_CI_PRIME		TOP5_WT_RANK_CI_PRIME		MIN_MUT_RANK_CI_netMHCpan		TOP5_MUT_RANK_CI_netMHCpan		MIN_MUT_RANK_ALLELES_CI_netMHCpan		ADDITIONAL_MUT_RANK_ALLELES_CI_netMHCpan		COUNT_MUT_RANK_CI_netMHCpan		WT_RANK_CI_netMHCpan		WT_BEST_ALLELES_CI_netMHCpan		WT_BEST_RANK_CI_netMHCpan		TOP5_WT_RANK_CI_netMHCpan		MIN_MUT_RANK_CII		TOP5_MUT_RANK_CII		MIN_MUT_RANK_ALLELES_CII		ADDITIONAL_MUT_RANK_ALLELES_CII		COUNT_MUT_RANK_CII		WT_RANK_CII		WT_BEST_ALLELES_CII		WT_BEST_RANK_CII		TOP5_WT_RANK_CII		INTRACELLULAR_LOCATIONS		EXTRACELLULAR_LOCATIONS		CSCAPE_score		gene_driver_Intogen		nb_mutations_in_gene_Intogen		nb_mutations_same_position_Intogen		nb_same_mutation_Intogen		mutation_driver_statement_Intogen		GTEx_all_tissues_expression_median		GTEx_all_tissues_expression_mean		database_entry		phased_sm		nb_mutations		phased_snp		mut_seqid		wt_seqid		bestWTMatchScore_I		bestWTMatchOverlap_I		bestWTMatchType_I		bestWTPeptideCount_I		bestWTProtein_I		bestWTProteinLength_I		bestWTProteinStart_I		bestWTProteinEnd_I		bestMutationScore_I		bestWTMatchScore_II		bestWTMatchOverlap_II		bestWTMatchType_II		bestWTPeptideCount_II		bestWTProtein_II		bestWTProteinLength_II		bestWTProteinStart_II		bestWTProteinEnd_II		bestMutationScore_II		UNIQUE_PEP_FLAG		Rulebased_GROUP

		9		1		ms identified		1		CESC1-A|NeoDisc_Paper|79314-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-VS		NA		19		49120612		C		G		SNV		0.8898776418		clonal		HET		1,1		0.175		RPL18		M53I		2373.75		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		995.0597906769		M		53		I		613.2976		4		7712		A=2,C=3897,G=3813		50.53		49.44		10		10		NQVVLKRLFISRTNRPPL		NQVVLKRLFMSRTNRPPL		NQVVLKRLFISRTNR,VVLKRLFISRTNR,VLKRLFISRTNR,RLFISRTNR		NQVVLKRLFMSRTNR,VVLKRLFMSRTNR,VLKRLFMSRTNR,RLFMSRTNR		CESC1-A|NeoDisc_Paper|79314-TUM-1|short_108,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_110,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_109,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_99,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_97,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_98,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_87,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_85,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_89,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_88,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_86,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_74,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_76,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_75,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_73,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_77,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_62,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_61,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_63,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_64,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_51,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_50,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_49,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_52,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_38,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_40,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_41,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_39,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_37,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_25,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_26,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_27,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_28,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_15,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_13,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_14,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_2,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_1,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_115,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_112,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_113,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_114,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_111,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_116,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_104,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_105,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_102,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_103,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_100,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_101,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_93,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_91,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_92,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_90,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_80,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_79,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_78,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_66,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_65,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_67,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_54,CESC1-A|NeoDisc_Paper|79314-TUM-1|short_53		0.023		0.023,0.046,0.251,0.567,0.621		A3101		C0102,C1502		9		0.081		A3101		0.081		0.081,0.174,0.604,0.831,0.867		0.014		0.014,0.024,0.268,0.437,0.863		A3101		C1502		6		0.051		A3101		0.051		0.051,0.074,0.717,0.815,0.919		0.009		0.009,0.048,0.313,0.382,0.988		A3101		C0102,C1502		9		0.013		A3101		0.013		0.013,0.067,0.372,0.46,1.159		1.48		1.48,1.52,4.02,6.27,6.63		DRB4_01_03		NA		2		4.75		DPA1_01_03__DPB1_04_02		3.96		3.96,4.44,8.62,11.2,11.6		Cytosol,Endoplasmic reticulum,Nucleoli		NA		0.906588		NA		14		0		0		NA		1397.885		1365.0143396226		ENSP00000447001.1		NA		1		NA		79314-TUM-1		79314-GL-1		140		1		COVER		84		Q07020		188		44		61		5		52		1		PARTIAL_MUT		76		Q07020		188		44		61		1		OK		a.BEST

		8		60		ms identified		2		CESC1-A|NeoDisc_Paper|64170-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		16		8987881		C		G		SNV		1.440651425		clonal		HET		1,1		0.2173913043		USP7		E1095Q		55.98		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		212.2169168805		E		1095		Q		327.278		4		951		C=562,G=389		59.1		40.9		12		12		KAPKRSRYTYLQKAIKIHN		KAPKRSRYTYLEKAIKIHN		APKRSRYTYLQKAIKIHN,APKRSRYTYLQKAIKI,RSRYTYLQKAIKI,RYTYLQKAIKI,TYLQKAIKI		APKRSRYTYLEKAIKIHN,APKRSRYTYLEKAIKI,RSRYTYLEKAIKI,RYTYLEKAIKI,TYLEKAIKI		CESC1-A|NeoDisc_Paper|64170-TUM-1|short_61,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_53,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_46,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_45,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_38,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_39,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_40,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_37,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_30,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_33,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_29,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_32,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_31,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_26,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_22,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_25,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_23,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_24,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_17,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_19,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_18,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_16,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_20,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_11,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_13,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_12,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_14,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_8,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_10,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_9,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_7,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_4,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_6,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_5,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_2,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_3,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_1,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_68,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_65,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_66,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_62,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_64,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_67,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_63,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_57,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_60,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_59,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_54,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_55,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_58,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_56,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_49,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_51,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_50,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_47,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_52,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_48,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_44,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_43,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_41,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_42,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_36,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_35,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_34,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_28,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_27,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_21,CESC1-A|NeoDisc_Paper|64170-TUM-1|short_15		0.021		0.021,0.129,0.503,0.511,0.624		A2402		A3101,B5101,C1502		7		0.016		A2402		0.016		0.016,0.296,0.483,0.581,0.824		0.104		0.104,0.125,0.208,1.64,1.817		A2402		A3101,B5101,C0102,C1502		6		0.055		A2402		0.055		0.055,0.15,0.312,1.071,1.43		0.027		0.027,0.47,0.509,0.575,0.81		A2402		A3101,B5101,C1502		7		0.021		A2402		0.021		0.021,0.357,0.546,0.683,0.907		0.273		0.273,0.463,0.942,1.13,1.35		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02,DRB1_04_08,DRB4_01_03,NA		5		0.254		DPA1_01_03__DPB1_04_02		0.254		0.254,0.447,0.909,1.07,1.28		NA		NA		0.844089		NA		67		0		0		NA		42.94		38.8054716981		ENSP00000343535.4		NA		1		NA		64170-TUM-1		64170-GL-1		52		0		COVER		108		Q93009		1102		1084		1102		6		0		0		NONE		8		Q93009		1102		1084		1102		0		OK		a.BEST

		1		6		Top ranking		3		CESC1-A|NeoDisc_Paper|7445-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		M1-M2		NA		1		226252170		C		T		SNV		0.926628716		clonal		HET		1,4		0.1090909091		H3-3A		H40Y		386.91		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		NA		H		40		Y		493.4107		4		6528		A=3,C=5578,T=947		85.45		14.51		12		12		SAPSTGGVKKPYRYRPGTVALREIR		SAPSTGGVKKPHRYRPGTVALREIR		SAPSTGGVKKPYRYRPGTVAL,SAPSTGGVKKPYRYRPGTV,APSTGGVKKPYRYRPGTV,STGGVKKPYRYRPGTV,GVKKPYRYRPGTV,GVKKPYRYR		SAPSTGGVKKPHRYRPGTVAL,SAPSTGGVKKPHRYRPGTV,APSTGGVKKPHRYRPGTV,STGGVKKPHRYRPGTV,GVKKPHRYRPGTV,GVKKPHRYR		CESC1-A|NeoDisc_Paper|7445-TUM-1|short_127,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_118,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_110,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_109,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_108,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_98,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_100,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_99,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_97,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_86,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_87,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_88,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_85,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_89,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_75,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_73,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_74,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_76,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_62,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_61,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_63,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_65,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_64,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_50,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_53,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_51,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_49,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_52,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_40,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_39,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_41,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_38,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_37,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_27,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_28,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_29,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_25,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_26,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_14,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_13,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_16,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_17,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_15,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_1,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_3,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_5,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_2,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_4,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_132,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_128,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_133,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_130,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_131,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_134,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_129,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_121,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_123,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_120,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_124,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_126,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_125,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_119,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_122,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_113,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_112,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_114,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_111,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_115,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_116,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_117,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_102,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_107,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_101,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_104,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_106,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_105,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_103,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_93,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_92,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_95,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_90,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_94,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_91,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_96,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_82,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_79,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_80,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_81,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_83,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_78,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_77,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_84,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_70,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_67,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_68,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_71,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_69,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_66,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_72,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_56,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_55,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_58,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_54,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_57,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_59,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_44,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_45,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_42,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_46,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_43,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_33,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_31,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_30,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_32,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_20,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_19,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_18,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_6,CESC1-A|NeoDisc_Paper|7445-TUM-1|short_7		0.007		0.007,0.056,0.318,0.639,1.159		A3101		B3543,B5101,C0102		10		0.01		A3101		0.01		0.01,0.398,0.558,1.244,1.659		0.006		0.006,0.196,0.621,1.569,2.007		A3101		B5101		4		0.013		A3101		0.013		0.013,0.74,1.406,2.905,3.466		0.009		0.009,0.368,0.425,0.515,0.529		A3101		A2402,B3543,B5101,C0102		11		0.012		A3101		0.012		0.012,0.304,0.394,0.432,0.684		0.464		0.464,1.04,1.23,1.94,1.95		DQA1_03_01__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02,DRB1_04_08,NA		5		0.406		DQA1_03_01__DQB1_03_02		0.406		0.406,0.475,0.848,1.02,1.16		NA		NA		0.915666		NA		NA		NA		NA		NA		319.08		286.575		ENSP00000355781.1		NA		1		NA		7445-TUM-1		7445-GL-1		351		1		COVER		166		P84243		136		29		53		14		149		1		COVER		132		P84243		136		29		53		5		OK		a.BEST

		10		14		Top ranking		4		CESC1-A|NeoDisc_Paper|72090-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		17		73487227		C		T		SNV		1.1520737327		clonal		HET		1,1		0.3636363636		TMEM94		S409F		61.27		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		105.0314288709		S		409		F		131.0481		4		204		C=120,T=84		58.82		41.18		10		10		SSSLLHSLGFVTVLCCVDK		SSSLLHSLGSVTVLCCVDK		SSSLLHSLGFVTVL,SSLLHSLGFVTVL,HSLGFVTVL		SSSLLHSLGSVTVL,SSLLHSLGSVTVL,HSLGSVTVL		CESC1-A|NeoDisc_Paper|72090-TUM-1|short_109,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_110,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_108,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_97,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_98,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_99,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_85,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_86,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_87,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_88,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_75,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_76,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_74,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_73,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_77,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_62,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_61,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_64,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_63,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_65,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_50,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_49,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_51,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_53,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_52,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_37,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_39,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_40,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_41,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_38,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_28,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_29,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_27,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_25,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_26,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_16,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_13,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_15,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_14,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_1,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_3,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_2,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_112,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_117,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_116,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_114,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_111,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_113,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_115,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_101,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_103,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_102,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_100,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_104,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_106,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_105,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_93,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_89,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_90,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_91,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_92,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_94,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_81,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_80,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_78,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_79,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_68,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_67,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_66,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_55,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_54,CESC1-A|NeoDisc_Paper|72090-TUM-1|short_42		0.024		0.024,0.509,0.599,0.608,0.668		C1502		B3543,B5101,C0102		7		0.062		C1502		0.062		0.062,0.607,0.766,0.98,1.062		0.006		0.006,0.129,0.301,0.493,0.61		C1502		A2402,A3101,B3543,B5101,C0102		11		0.095		C1502		0.095		0.095,0.326,1.019,1.132,2.253		0.04		0.04,0.669,0.71,2.762,3.338		C1502		B3543,B5101,C0102		3		0.091		C1502		0.091		0.091,1.224,2.05,2.131,3.789		0.369		0.369,0.481,1.14,1.91,2.02		DPA1_01_03__DPB1_04_02		NA		4		25.7		NA		9.791		9.791,9.95,11.2,12.607,17.7		Nuclear bodies,Nucleoplasm		NA		0.914988		NA		NA		NA		NA		NA		47.4		54.9435849057		ENSP00000313885.7		NA		1		NA		72090-TUM-1		72090-GL-1		9		0		COVER		53		Q12767-3		1366		410		428		1		0		0		NONE		12		Q12767-2		1386		400		418		0		OK		a.BEST

		18		20		Top ranking		5		CESC1-A|NeoDisc_Paper|76168-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		19		12822400		C		T		SNV		0.8354606637		clonal		HET		1,1		0.1275167785		TNPO2		M306I		48.07		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		143.5198434383		M		306		I		205.5717		4		429		C=193,T=236		44.99		55.01		9		9		LIPILVNGIKYSEIDIILLKGD		LIPILVNGMKYSEIDIILLKGD		LIPILVNGIKYSEIDIILLKG,LIPILVNGIKYSEIDIILLK,LIPILVNGIKYSEIDII,LIPILVNGIKY,IPILVNGIKY		LIPILVNGMKYSEIDIILLKG,LIPILVNGMKYSEIDIILLK,LIPILVNGMKYSEIDII,LIPILVNGMKY,IPILVNGMKY		CESC1-A|NeoDisc_Paper|76168-TUM-1|short_97,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_98,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_100,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_99,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_87,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_85,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_86,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_89,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_88,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_77,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_75,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_76,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_73,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_74,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_62,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_63,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_64,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_65,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_61,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_51,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_53,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_49,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_50,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_52,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_38,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_37,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_40,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_39,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_25,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_26,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_28,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_27,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_14,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_15,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_13,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_16,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_2,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_1,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_4,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_3,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_105,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_104,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_101,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_102,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_107,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_106,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_103,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_96,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_91,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_94,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_95,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_93,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_92,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_90,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_83,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_81,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_84,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_82,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_80,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_78,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_79,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_68,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_69,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_72,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_67,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_70,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_66,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_71,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_58,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_57,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_55,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_56,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_59,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_54,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_44,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_45,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_42,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_46,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_43,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_41,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_31,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_32,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_29,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_33,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_30,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_19,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_18,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_20,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_17,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_6,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_5,CESC1-A|NeoDisc_Paper|76168-TUM-1|short_7		0.043		0.043,0.044,0.959,1.296,1.304		B3543		B5101,C0102,C1502		7		0.101		B3543		0.101		0.101,0.321,0.485,0.974,1.701		0.111		0.111,0.191,0.276,0.586,1.692		B3543		A2402,B5101,C0102		5		0.207		C0102		0.125		0.125,0.207,0.435,1.022,1.635		0.058		0.058,0.251,0.627,1.267,1.764		B5101		A2402,B3543,C0102		5		0.658		B3543		0.244		0.244,0.658,0.675,1.003,1.838		0.0451		0.0451,0.0605,0.0606,0.143,0.155		DRB4_01_03		DPA1_01_03__DPB1_04_01,DPA1_01_03__DPB1_04_02,DQA1_03_01__DQB1_03_01,DRB1_04_08,NA		27		0.575		DRB4_01_03		0.315		0.315,0.447,0.482,0.575,1.13		Nucleoli,Nucleoplasm		NA		0.922936		OTHER TUMOR DRIVER		52		1		1		PREDICTED DRIVER		35.03		36.6111320755		ENSP00000349321.4		NA		1		NA		76168-TUM-1		76168-GL-1		22		0		COVER		65		O14787-2		887		298		319		1		0		0		NONE		6		O14787-2		887		298		319		0		OK		a.BEST

		311		24		Top ranking		6		CESC1-A|NeoDisc_Paper|19353-TUM-11|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-VS		NA		3		195515629		G		A		SNV		1.0503449562		clonal		HET		1,3		0.2613636364		MUC4		S941L		1.68		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		41.2635824412		S		941		L		37.0261		4		92		A=48,G=44		47.83		52.17		17		17		ASQATDTFSTVPPTPPLITSSGL		ASQATDTFSTVPPTPPSITSSGL		SQATDTFSTVPPTPPLITSSGL,FSTVPPTPPLITSSGL,FSTVPPTPPLITSSG,FSTVPPTPPLITSS,FSTVPPTPPLITS,STVPPTPPLITS,STVPPTPPLIT,TVPPTPPLIT,VPPTPPLIT,VPPTPPLI		SQATDTFSTVPPTPPSITSSGL,FSTVPPTPPSITSSGL,FSTVPPTPPSITSSG,FSTVPPTPPSITSS,FSTVPPTPPSITS,STVPPTPPSITS,STVPPTPPSIT,TVPPTPPSIT,VPPTPPSIT,VPPTPPSI		CESC1-A|NeoDisc_Paper|19353-TUM-11|short_119,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_118,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_108,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_110,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_109,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_97,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_98,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_100,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_99,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_86,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_85,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_87,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_89,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_88,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_73,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_74,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_75,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_76,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_77,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_62,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_63,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_61,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_65,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_64,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_50,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_49,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_52,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_51,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_37,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_38,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_39,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_26,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_25,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_13,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_157,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_159,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_158,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_153,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_154,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_156,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_155,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_148,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_149,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_150,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_151,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_152,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_142,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_144,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_143,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_145,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_147,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_146,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_137,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_138,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_136,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_140,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_139,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_135,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_141,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_127,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_128,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_129,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_132,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_130,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_131,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_133,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_123,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_121,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_120,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_122,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_124,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_113,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_112,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_114,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_111,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_102,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_103,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_101,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_90,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_91,CESC1-A|NeoDisc_Paper|19353-TUM-11|short_78		0.003		0.003,0.123,0.16,0.27,0.666		B5101		A2402,B3543,C0102,C1502		13		0.003		B5101		0.003		0.003,0.039,0.104,0.707,0.758		0.032		0.032,0.046,0.132,0.358,0.545		B5101		A2402,B3543,C0102		12		0.084		C0102		0.063		0.063,0.077,0.084,0.387,0.627		0.014		0.014,0.032,0.047,0.09,0.452		B5101		A2402,B3543,C0102,C1502		11		0.011		B5101		0.011		0.011,0.012,0.161,0.252,0.95		1.39		1.39,1.58,1.65,1.82,1.89		DQA1_03_03__DQB1_03_01		NA		5		0.783		DQA1_03_03__DQB1_03_01		0.783		0.783,1.08,1.13,1.65,2.22		NA		NA		0.372636		OTHER TUMOR DRIVER		79		0		0		NA		0.33		2.9523584906		ENSP00000417498.3		NA		1		3-195515617-G-C:T945S:26:26		19353-TUM-11		19353-GL-11		0		0		NONE		0		NA		NA		NA		NA		NA		0		0		NONE		0		NA		NA		NA		NA		NA		LOW_PRESENTATION		c.BAD

		2		28		Top ranking		7		CESC1-A|NeoDisc_Paper|36261-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		8		42260880		G		C		SNV		1.2827324478		clonal		LOH		0,1		0.2407407407		VDAC3		K201N		70.24		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		136.7638976232		K		201		N		84.9322		4		395		C=199,G=196		49.62		50.38		18		18		VNDGTEFGGSIYQKVNENIETSINL		VNDGTEFGGSIYQKVNEKIETSINL		NDGTEFGGSIYQKVNENIETSINL,DGTEFGGSIYQKVNENIETSINL,SIYQKVNENIETSINL,SIYQKVNENIETS,IYQKVNENIETS,IYQKVNENI		NDGTEFGGSIYQKVNEKIETSINL,DGTEFGGSIYQKVNEKIETSINL,SIYQKVNEKIETSINL,SIYQKVNEKIETS,IYQKVNEKIETS,IYQKVNEKI		CESC1-A|NeoDisc_Paper|36261-TUM-1|short_118,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_119,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_109,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_108,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_97,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_99,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_100,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_98,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_86,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_85,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_88,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_87,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_89,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_73,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_77,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_74,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_75,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_76,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_62,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_63,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_64,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_61,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_50,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_49,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_51,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_53,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_52,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_40,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_38,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_37,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_39,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_27,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_26,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_25,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_14,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_13,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_1,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_160,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_161,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_157,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_159,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_158,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_153,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_155,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_154,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_156,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_148,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_150,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_149,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_152,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_151,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_142,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_144,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_145,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_143,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_146,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_147,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_135,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_139,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_138,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_137,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_141,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_140,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_136,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_127,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_131,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_130,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_128,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_133,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_132,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_134,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_129,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_120,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_121,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_123,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_124,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_122,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_125,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_111,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_114,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_113,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_112,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_115,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_110,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_101,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_104,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_102,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_103,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_91,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_92,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_90,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_78,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_79,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_65,CESC1-A|NeoDisc_Paper|36261-TUM-1|short_66		0.009		0.009,0.378,1.661,1.809,1.815		A2402		A3101,C1502		6		0.004		A2402		0.004		0.004,0.295,0.495,1.086,2.005		0.031		0.031,1.404,1.833,2.296,3.317		A2402		A3101,B3543,C1502		3		0.024		A2402		0.024		0.024,1.426,1.612,1.831,3.605		0.023		0.023,0.904,2.376,2.758,3.51		A2402		NA		2		0.016		A2402		0.016		0.016,0.689,0.689,1.642,2.834		0.00356		0.00356,0.0118,0.0327,0.0432,0.0568		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_01,NA		16		0.00395		DPA1_01_03__DPB1_04_02		0.00395		0.00395,0.0139,0.0322,0.0373,0.0413		Mitochondria		NA		0.743922		NA		14		0		0		NA		78.55		87.0037735849		ENSP00000022615.4		NA		1		NA		36261-TUM-1		36261-GL-1		75		0		COVER		39		Q9Y277		283		184		208		1		165		0		COVER		16		Q9Y277		283		184		208		10		OK		a.BEST

		4		40		Top ranking		8		CESC1-A|NeoDisc_Paper|9863-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		2		74177776		C		G		SNV		0.7997867235		clonal		HET		1,1		0.125		DGUOK		Q170E		61.83		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		59.3986088846		Q		170		E		34.076		4		271		C=131,G=140		48.34		51.66		15		15		FENGSLSDIEWHIYEDWHSFLLW		FENGSLSDIEWHIYQDWHSFLLW		GSLSDIEWHIYEDWHSFLLW,LSDIEWHIYEDWHSFLLW,IEWHIYEDWHSFLLW,HIYEDWHSFLLW,IYEDWHSFLLW,IYEDWHSFL		GSLSDIEWHIYQDWHSFLLW,LSDIEWHIYQDWHSFLLW,IEWHIYQDWHSFLLW,HIYQDWHSFLLW,IYQDWHSFLLW,IYQDWHSFL		CESC1-A|NeoDisc_Paper|9863-TUM-1|short_119,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_118,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_108,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_109,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_99,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_97,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_98,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_86,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_87,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_85,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_88,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_73,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_75,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_76,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_74,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_64,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_63,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_62,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_61,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_65,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_52,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_53,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_50,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_49,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_51,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_39,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_38,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_41,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_37,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_40,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_26,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_28,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_25,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_27,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_14,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_15,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_13,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_2,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_1,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_149,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_150,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_151,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_148,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_152,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_147,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_145,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_146,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_143,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_144,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_142,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_135,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_141,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_140,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_139,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_137,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_138,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_136,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_130,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_131,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_127,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_129,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_132,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_134,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_133,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_128,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_123,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_122,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_121,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_120,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_125,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_124,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_126,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_112,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_111,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_113,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_114,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_115,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_116,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_110,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_102,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_101,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_100,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_104,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_103,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_105,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_90,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_89,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_92,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_93,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_91,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_79,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_80,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_77,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_78,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_67,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_66,CESC1-A|NeoDisc_Paper|9863-TUM-1|short_54		0.012		0.012,0.019,0.095,0.238,0.332		A2402		B3543,C0102,C1502		7		0.003		A2402		0.003		0.003,0.003,0.029,0.066,0.415		0.005		0.005,0.076,0.152,0.175,0.375		A2402		A3101,B3543,B5101,C0102,C1502		12		0.001		A2402		0.001		0.001,0.023,0.061,0.145,0.168		0.061		0.061,0.135,0.162,0.204,0.282		B3543		A2402,C0102,C1502		8		0.107		A2402		0.039		0.039,0.068,0.076,0.099,0.107		0.446		0.446,0.551,0.787,0.794,1.31		DPA1_01_03__DPB1_04_01		DQA1_03_03__DQB1_03_02,DRB1_04_08,NA		11		0.676		DPA1_01_03__DPB1_04_01		0.676		0.676,0.856,1.09,1.25,1.4		NA		NA		0.916718		NA		19		0		0		NA		46.855		45.4082075472		ENSP00000264093.4		NA		1		NA		9863-TUM-1		9863-GL-1		19		0		COVER		24		Q16854		277		156		178		1		0		0		NONE		1		Q16854-5		255		134		156		0		OK		a.BEST

		5		52		Top ranking		9		CESC1-A|NeoDisc_Paper|9463-TUM-2|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		2		61439058		C		G		SNV		0.7168458781		clonal		HET		1,1		0.1025641026		USP34		E2897Q		61.67		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		76.9485698286		E		2897		Q		229.036		4		428		C=263,G=165		61.45		38.55		10		10		HASQYPGAVQELFNLMQLFIAQRPD		HASQYPGAVEELFNLMQLFIAQRPD		HASQYPGAVQELFNLMQLFIAQ,HASQYPGAVQELFNLMQL,ASQYPGAVQELFNLMQL,SQYPGAVQELFNLMQL,SQYPGAVQELFNLM,SQYPGAVQELF,SQYPGAVQEL		HASQYPGAVEELFNLMQLFIAQ,HASQYPGAVEELFNLMQL,ASQYPGAVEELFNLMQL,SQYPGAVEELFNLMQL,SQYPGAVEELFNLM,SQYPGAVEELF,SQYPGAVEEL		CESC1-A|NeoDisc_Paper|9463-TUM-2|short_108,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_109,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_110,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_99,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_97,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_100,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_98,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_86,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_87,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_88,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_85,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_89,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_74,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_75,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_73,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_77,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_76,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_62,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_61,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_64,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_63,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_49,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_51,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_52,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_50,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_38,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_41,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_37,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_40,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_39,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_26,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_28,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_29,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_27,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_25,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_14,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_15,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_13,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_17,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_16,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_4,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_2,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_1,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_3,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_5,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_112,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_113,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_114,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_115,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_111,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_117,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_116,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_104,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_105,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_103,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_101,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_102,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_106,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_107,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_92,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_93,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_94,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_91,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_90,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_96,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_95,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_80,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_84,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_81,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_78,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_83,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_82,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_79,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_67,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_66,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_71,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_68,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_70,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_65,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_69,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_72,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_54,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_58,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_53,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_55,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_57,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_56,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_59,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_60,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_45,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_48,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_44,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_42,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_46,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_43,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_47,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_32,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_34,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_33,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_35,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_31,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_30,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_22,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_19,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_18,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_20,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_21,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_8,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_7,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_6,CESC1-A|NeoDisc_Paper|9463-TUM-2|short_9		0.015		0.015,0.029,0.035,0.111,0.466		A2402		A3101,B3543,B5101,C0102,C1502		14		0.024		A2402		0.024		0.024,0.052,0.06,0.247,0.767		0.065		0.065,0.066,0.142,0.218,0.723		A2402		A3101,B3543,B5101,C0102,C1502		12		0.059		A2402		0.059		0.059,0.061,0.246,0.362,0.697		0.013		0.013,0.053,0.106,0.288,0.29		A2402		B3543,B5101,C0102,C1502		12		0.029		A2402		0.029		0.029,0.106,0.182,0.46,0.505		0.581		0.581,0.658,1.0,1.73,1.95		DRB1_04_04		DPA1_01_03__DPB1_04_01,DPA1_01_03__DPB1_04_02,DRB4_01_03,NA		6		0.643		DRB1_04_04		0.643		0.643,0.7,1.05,1.87,2.16		Nucleoplasm		NA		0.963371		NA		166		0		0		NA		41.19		41.9522641509		ENSP00000381577.2		NA		1		NA		9463-TUM-2		9463-GL-2		8		0		COVER		167		Q70CQ2		3546		2888		2912		0		0		0		NONE		13		Q70CQ2		3546		2888		2912		0		OK		a.BEST

		6		56		Top ranking		10		CESC1-A|NeoDisc_Paper|23313-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		M1-M2		NA		5		32243637		C		G		SNV		0.4608294931		clonal		LOH		0,2		0.0681818182		MTMR12		D364H		10.37		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		50.1620359957		D		364		H		49.1193		4		96		C=41,G=55		42.71		57.29		15		15		DIKWFSLLESSSWLHIIRRCL		DIKWFSLLESSSWLDIIRRCL		WFSLLESSSWLHIIRRCL,LESSSWLHIIRRCL,LESSSWLHIIRR,SSSWLHIIRR,SSWLHIIRR		WFSLLESSSWLDIIRRCL,LESSSWLDIIRRCL,LESSSWLDIIRR,SSSWLDIIRR,SSWLDIIRR		CESC1-A|NeoDisc_Paper|23313-TUM-1|short_127,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_119,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_118,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_108,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_109,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_110,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_97,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_98,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_99,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_86,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_88,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_87,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_85,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_74,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_77,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_73,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_76,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_75,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_62,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_63,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_65,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_64,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_61,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_50,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_49,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_52,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_51,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_38,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_37,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_39,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_26,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_25,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_13,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_152,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_148,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_151,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_149,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_150,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_146,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_144,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_145,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_142,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_147,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_143,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_137,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_136,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_140,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_138,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_139,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_141,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_135,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_131,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_130,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_128,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_132,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_133,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_129,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_121,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_123,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_122,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_124,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_120,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_112,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_111,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_113,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_114,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_100,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_103,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_101,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_102,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_89,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_91,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_90,CESC1-A|NeoDisc_Paper|23313-TUM-1|short_78		0.015		0.015,0.5,0.627,1.116,1.125		A3101		A2402,B5101,C1502		6		0.044		A3101		0.044		0.044,0.682,1.517,1.542,2.213		0.003		0.003,0.038,0.122,0.434,0.685		A3101		A2402,B5101,C1502		8		0.015		A3101		0.015		0.015,0.272,0.605,0.614,1.081		0.013		0.013,0.098,0.338,0.929,1.13		A3101		B5101,C1502		8		0.227		A3101		0.227		0.227,0.834,1.053,1.443,2.031		0.785		0.785,0.909,0.913,1.05,1.74		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02,NA		5		0.356		DPA1_01_03__DPB1_04_01		0.325		0.325,0.356,0.38,0.488,0.887		NA		NA		0.922204		NA		56		0		0		NA		9.08		9.5383018868		ENSP00000371577.3		NA		1		NA		23313-TUM-1		23313-GL-1		11		0		COVER		41		Q9C0I1		747		350		370		1		0		0		NONE		8		Q9C0I1		747		350		370		0		OK		a.BEST

		12		64		Top ranking		11		CESC1-A|NeoDisc_Paper|6428-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		1		183498075		A		C		SNV		1.1607243916		clonal		HET		1,4		0.3902439024		SMG7		H202P		23.85		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		151.4972766873		H		202		P		130.2702		4		277		A=84,C=193		30.32		69.68		18		18		NGQPYNQLAILASSKGDPLTTIFYY		NGQPYNQLAILASSKGDHLTTIFYY		GQPYNQLAILASSKGDPLTTIFYY,ILASSKGDPLTTIFYY,DPLTTIFYY		GQPYNQLAILASSKGDHLTTIFYY,ILASSKGDHLTTIFYY,DHLTTIFYY		CESC1-A|NeoDisc_Paper|6428-TUM-1|short_118,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_108,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_109,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_98,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_97,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_100,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_99,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_86,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_89,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_88,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_85,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_87,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_73,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_75,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_74,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_76,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_77,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_65,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_62,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_63,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_61,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_64,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_50,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_53,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_52,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_49,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_51,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_38,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_40,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_37,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_39,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_25,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_27,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_26,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_14,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_13,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_1,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_161,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_160,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_158,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_159,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_157,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_154,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_153,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_155,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_156,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_149,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_151,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_152,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_150,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_148,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_143,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_144,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_145,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_146,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_147,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_142,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_136,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_138,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_139,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_137,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_135,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_140,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_141,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_129,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_130,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_131,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_127,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_132,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_133,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_128,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_134,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_122,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_119,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_123,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_121,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_120,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_124,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_125,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_110,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_112,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_111,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_113,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_114,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_115,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_102,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_103,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_104,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_101,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_91,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_92,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_90,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_79,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_78,CESC1-A|NeoDisc_Paper|6428-TUM-1|short_66		0.027		0.027,0.133,0.534,0.905,1.182		B3543		A2402,B5101,C0102,C1502		10		1.482		C0102		0.757		0.757,0.83,1.049,1.052,1.169		0.001		0.001,0.095,0.53,0.894,1.178		B3543		A2402,A3101,B5101,C1502		9		0.155		B3543		0.155		0.155,0.406,0.694,0.956,1.262		0.338		0.338,0.85,1.092,1.206,1.448		B3543		A2402,B5101,C0102,C1502		6		2.493		C0102		0.839		0.839,1.18,2.13,2.46,2.921		0.316		0.316,0.513,0.766,0.933,1.02		DRB1_04_04		DRB1_04_08,NA		8		0.648		DRB1_04_04		0.285		0.285,0.313,0.648,0.742,0.836		Cytosol,Intermediate filaments		NA		0.909854		NA		66		0		0		NA		18.33		18.7621698113		ENSP00000340766.2		NA		1		NA		6428-TUM-1		6428-GL-1		17		0		COVER		78		Q92540		1137		185		209		2		0		0		NONE		4		Q92540-4		1178		185		209		0		OK		a.BEST

		15		65		Top ranking		12		CESC1-A|NeoDisc_Paper|85234-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2		NA		22		38259032		C		G		SNV		0.6325110689		clonal		HET		1,1		0.1153846154		EIF3L		F164L		512.33		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		127.8314321227		F		164		L		109.7115		4		2008		C=1092,G=916		54.38		45.62		11		11		FESYYNYCNLLNYILNADGPAPL		FESYYNYCNLFNYILNADGPAPL		SYYNYCNLLNYILNADGPAPL,SYYNYCNLLNYIL,SYYNYCNLLNYI,SYYNYCNLL		SYYNYCNLFNYILNADGPAPL,SYYNYCNLFNYIL,SYYNYCNLFNYI,SYYNYCNLF		CESC1-A|NeoDisc_Paper|85234-TUM-1|short_118,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_119,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_109,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_108,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_97,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_100,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_99,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_98,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_88,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_85,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_87,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_89,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_86,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_74,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_75,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_73,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_76,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_62,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_63,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_61,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_64,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_65,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_50,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_49,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_51,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_52,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_53,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_39,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_40,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_38,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_37,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_41,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_25,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_26,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_28,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_29,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_27,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_15,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_16,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_14,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_13,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_2,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_4,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_3,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_1,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_121,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_124,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_120,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_123,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_125,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_126,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_122,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_113,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_112,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_117,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_115,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_116,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_111,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_114,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_110,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_103,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_102,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_107,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_105,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_106,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_101,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_104,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_90,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_95,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_92,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_94,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_91,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_96,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_93,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_83,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_79,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_81,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_78,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_80,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_84,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_82,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_77,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_70,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_69,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_71,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_68,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_67,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_66,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_57,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_58,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_55,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_56,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_54,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_45,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_43,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_42,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_44,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_31,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_32,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_30,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_17,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_18,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_19,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_5,CESC1-A|NeoDisc_Paper|85234-TUM-1|short_6		0.035		0.035,0.045,0.196,0.232,0.304		A2402		A3101,B3543,B5101,C1502		13		0.013		A2402		0.013		0.013,0.026,0.151,0.16,0.169		0.019		0.019,0.028,0.407,0.419,0.422		A2402		A3101,B3543,B5101,C0102,C1502		15		0.007		A2402		0.007		0.007,0.012,0.214,0.243,0.294		0.17		0.17,0.407,1.394,1.395,1.578		A2402		C0102		7		0.023		A2402		0.023		0.023,0.269,0.472,0.498,1.003		1.83		1.83,1.87,1.93,2.05,2.28		DRB1_04_04		DPA1_01_03__DPB1_04_01,NA		3		4.96		DRB1_04_08		0.265		0.265,0.282,0.307,0.37,0.414		Nucleoli,Nucleoplasm		NA		0.816841		NA		31		0		0		NA		266.12		280.5054716981		ENSP00000485663.1		NA		1		NA		85234-TUM-1		85234-GL-1		23		0		PARTIAL		134		Q9Y262		564		154		176		0		0		0		NONE		22		Q9Y262		564		154		176		0		OK		a.BEST

		46		70		Top ranking		13		CESC1-A|NeoDisc_Paper|1515-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2-VS		NA		1		27189761		G		A		SNV		0.800874284		clonal		HET		1,2		0.2456140351		SFN		E20K		1.47		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		1182.7603621259		E		20		K		890.9809		4		6731		A=3165,G=3566		52.98		47.02		12		12		KAKLAEQAERYKDMAAFMKGAVEKG		KAKLAEQAERYEDMAAFMKGAVEKG		KAKLAEQAERYKDMAAFMKGAVEK,KAKLAEQAERYKDMAAFMKG,RYKDMAAFMKG,RYKDMAAFM		KAKLAEQAERYEDMAAFMKGAVEK,KAKLAEQAERYEDMAAFMKG,RYEDMAAFMKG,RYEDMAAFM		CESC1-A|NeoDisc_Paper|1515-TUM-1|short_127,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_118,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_108,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_109,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_98,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_97,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_99,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_87,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_86,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_85,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_88,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_77,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_76,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_73,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_75,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_74,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_61,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_62,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_63,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_65,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_64,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_52,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_51,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_50,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_53,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_49,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_39,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_38,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_37,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_40,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_41,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_26,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_28,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_27,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_25,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_29,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_13,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_15,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_14,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_17,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_16,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_3,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_1,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_4,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_2,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_133,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_128,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_134,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_132,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_131,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_129,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_130,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_125,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_123,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_126,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_122,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_119,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_120,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_121,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_124,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_110,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_111,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_114,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_115,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_116,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_112,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_117,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_113,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_105,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_103,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_106,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_104,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_102,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_107,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_101,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_100,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_93,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_91,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_90,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_94,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_89,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_96,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_95,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_92,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_80,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_79,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_84,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_83,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_81,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_82,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_78,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_67,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_70,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_68,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_69,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_71,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_66,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_72,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_56,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_54,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_55,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_58,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_57,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_59,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_43,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_45,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_42,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_46,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_44,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_31,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_30,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_32,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_33,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_19,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_18,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_20,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_7,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_5,CESC1-A|NeoDisc_Paper|1515-TUM-1|short_6		0.172		0.172,0.619,0.622,1.309,1.41		A2402		A3101		5		0.238		A2402		0.238		0.238,1.555,2.178,2.522,2.86		0.069		0.069,0.237,0.801,3.523,4.245		A2402		A3101,C1502		3		0.092		A2402		0.092		0.092,0.769,1.404,2.295,3.591		0.221		0.221,0.499,0.599,1.699,2.561		A2402		A3101,B3543		4		0.538		A2402		0.538		0.538,0.813,1.202,1.235,3.1		1.15		1.15,1.65,2.29,2.9,3.47		DQA1_03_01__DQB1_03_02		DQA1_03_03__DQB1_03_02		2		1.05		DQA1_03_01__DQB1_03_02		1.05		1.05,1.33,1.52,1.93,2.0		Cytosol,Nucleoli		Predicted to be secreted		0.783445		NA		15		0		0		NA		1.01		83.2579245283		ENSP00000340989.4		NA		1		NA		1515-TUM-1		1515-GL-1		43		0		COVER		44		P31947		248		9		33		1		41		0		PARTIAL		47		P31947		248		9		33		0		OK		a.BEST

		107		71		Top ranking		14		CESC1-A|NeoDisc_Paper|19353-TUM-8|long_1		BEST		Cervix - Ectocervix		0.31		HC-M1-M2		NA		3		195516719		G		A		SNV		1.0118128124		clonal		HET		1,3		0.2341772152		MUC4		L578F		1.68		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		41.2635824412		L		578		F		37.0261		4		127		A=104,G=23		18.11		81.89		11		11		TQETGTTGEAFLSSPSYSVT		TQETGTTGEALLSSPSYSVT		TGTTGEAFLSSPSYSVT,GEAFLSSPSYSVT,GEAFLSSPSYSV,GEAFLSSPSY		TGTTGEALLSSPSYSVT,GEALLSSPSYSVT,GEALLSSPSYSV,GEALLSSPSY		CESC1-A|NeoDisc_Paper|19353-TUM-8|short_73,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_74,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_64,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_63,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_65,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_53,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_54,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_55,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_56,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_43,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_44,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_46,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_47,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_45,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_35,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_36,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_34,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_37,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_26,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_29,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_30,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_27,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_28,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_19,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_23,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_21,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_20,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_22,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_14,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_17,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_13,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_16,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_15,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_9,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_11,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_10,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_8,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_5,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_7,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_6,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_4,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_2,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_3,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_1,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_78,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_77,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_80,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_81,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_79,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_75,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_76,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_68,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_67,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_70,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_72,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_69,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_71,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_66,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_58,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_60,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_59,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_62,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_57,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_61,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_52,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_49,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_48,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_51,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_50,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_40,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_39,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_42,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_41,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_38,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_31,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_33,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_32,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_25,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_24,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_18,CESC1-A|NeoDisc_Paper|19353-TUM-8|short_12		0.016		0.016,0.803,0.868,1.603,1.65		B3543		B5101,C0102,C1502		7		0.033		B3543		0.033		0.033,0.302,0.658,1.297,2.092		0.05		0.05,0.632,1.537,1.752,1.851		B3543		B5101,C0102		6		0.088		B3543		0.088		0.088,0.575,2.011,2.206,2.272		0.007		0.007,0.477,0.639,0.685,0.971		B3543		B5101,C0102,C1502		9		0.033		B3543		0.033		0.033,1.612,1.826,1.977,2.305		0.27		0.27,1.07,1.23,1.52,1.56		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,NA		6		2.48		DQA1_03_01__DQB1_03_01		1.83		1.83,2.48,4.22,6.88,8.86		NA		NA		0.610058		OTHER TUMOR DRIVER		79		0		0		NA		0.33		2.9523584906		ENSP00000417498.3		NA		1		NA		19353-TUM-8		19353-GL-8		7		0		PARTIAL		279		Q99102		5412		568		587		0		0		0		NONE		14		Q99102		5412		568		587		0		OK		a.BEST

		226		73		Top ranking		15		CESC1-A|NeoDisc_Paper|18911-TUM-1|long_1		BEST		Cervix - Ectocervix		0.31		M1-M2		NA		3		180680837		G		A		SNV		0.7043010753		clonal		HET		1,3		0.0859375		FXR1		R415K		64.05		Cervical Squamous Cell Carcinoma and Endocervical Adenocarcinoma		173.2194226362		R		415		K		191.3147		4		1588		A=373,G=1215		76.51		23.49		11		11		SVQGSRSYSGKGRGRR		SVQGSRSYSGRGRGRR		GSRSYSGKGRGRR,RSYSGKGRGRR,RSYSGKGRGR		GSRSYSGRGRGRR,RSYSGRGRGRR,RSYSGRGRGR		CESC1-A|NeoDisc_Paper|18911-TUM-1|short_118,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_108,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_110,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_109,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_97,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_99,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_98,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_100,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_87,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_89,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_86,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_88,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_85,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_76,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_74,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_73,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_75,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_77,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_63,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_64,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_61,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_62,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_50,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_51,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_49,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_37,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_38,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_25,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_121,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_119,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_123,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_122,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_120,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_113,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_111,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_112,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_102,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_101,CESC1-A|NeoDisc_Paper|18911-TUM-1|short_90		0.013		0.013,0.138,0.156,0.376,0.778		A3101		NA		7		0.009		A3101		0.009		0.009,0.146,0.167,0.178,0.237		0.211		0.211,0.444,0.959,2.242,3.804		A3101		NA		3		0.168		A3101		0.168		0.168,0.445,0.579,0.695,1.324		0.102		0.102,0.503,0.646,1.261,1.356		A3101		NA		6		0.108		A3101		0.108		0.108,0.243,0.545,0.738,0.88		11.8		11.8,16.9,19.2,21.7,22.7		DQA1_03_03__DQB1_03_01		NA		0		11.8		DQA1_03_03__DQB1_03_01		11.8		11.8,14.563,18.1,19.7,22.8		Cytosol		NA		0.96616		OTHER TUMOR DRIVER		45		0		0		NA		52.255		55.4627358491		ENSP00000513937.1		NA		1		NA		18911-TUM-1		18911-GL-1		0		0		NONE		0		NA		NA		NA		NA		NA		0		0		NONE		0		NA		NA		NA		NA		NA		LOW_PRESENTATION		c.BAD





long_peptides_selection

		This is a demonstration table deliberately limited to 15 lines due to data security concerns. The full table will be generated using NeoDisc

		peptide_id		chromosome		genomic_coord		ref		alt		gene		aa_wt		protein_coord		aa_mutant		TCGA_Cancer_expression		rnaseq_TPM		%rnaseq_alt_support		mutation		mutant_seq		MIN_MUT_RANK_ALLELES_CI_MIXMHC		ADDITIONAL_MUT_RANK_ALLELES_CI_MIXMHC		MIN_MUT_RANK_ALLELES_CII		ADDITIONAL_MUT_RANK_ALLELES_CII		MIN_MUT_RANK_CI_MIXMHC		MIN_MUT_RANK_CII		wt_seq		WT_RANK_CI_MIXMHC		WT_RANK_CII		ALTERNATIVE_MUTANT_LONG_PEPTIDES		database_entry		gene_driver_Intogen		mutation_driver_statement_Intogen

		CESC1-A|NeoDisc_Paper|79314-TUM-1|long_1		19		49120612		C		G		RPL18		M		53		I		995.0597906769		613.2976		49.44		M53I		NQVVLKRLFISRTNRPPL		A3101		C0102,C1502		DRB4_01_03		NA		0.023		1.48		NQVVLKRLFMSRTNRPPL		0.081		4.75		NQVVLKRLFISRTNR,VVLKRLFISRTNR,VLKRLFISRTNR,RLFISRTNR		ENSP00000447001.1		NA		NA

		CESC1-A|NeoDisc_Paper|64170-TUM-1|long_1		16		8987881		C		G		USP7		E		1095		Q		212.2169168805		327.278		40.9		E1095Q		KAPKRSRYTYLQKAIKIHN		A2402		A3101,B5101,C1502		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,DQA1_03_01__DQB1_03_02,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02,DRB1_04_08,DRB4_01_03,NA		0.021		0.273		KAPKRSRYTYLEKAIKIHN		0.016		0.254		APKRSRYTYLQKAIKIHN,APKRSRYTYLQKAIKI,RSRYTYLQKAIKI,RYTYLQKAIKI,TYLQKAIKI		ENSP00000343535.4		NA		NA

		CESC1-A|NeoDisc_Paper|7445-TUM-1|long_1		1		226252170		C		T		H3-3A		H		40		Y		NA		493.4107		14.51		H40Y		SAPSTGGVKKPYRYRPGTVALREIR		A3101		B3543,B5101,C0102		DQA1_03_01__DQB1_03_02		DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_01,DQA1_03_03__DQB1_03_02,DRB1_04_08,NA		0.007		0.464		SAPSTGGVKKPHRYRPGTVALREIR		0.01		0.406		SAPSTGGVKKPYRYRPGTVAL,SAPSTGGVKKPYRYRPGTV,APSTGGVKKPYRYRPGTV,STGGVKKPYRYRPGTV,GVKKPYRYRPGTV,GVKKPYRYR		ENSP00000355781.1		NA		NA

		CESC1-A|NeoDisc_Paper|72090-TUM-1|long_1		17		73487227		C		T		TMEM94		S		409		F		105.0314288709		131.0481		41.18		S409F		SSSLLHSLGFVTVLCCVDK		C1502		B3543,B5101,C0102		DPA1_01_03__DPB1_04_02		NA		0.024		0.369		SSSLLHSLGSVTVLCCVDK		0.062		25.7		SSSLLHSLGFVTVL,SSLLHSLGFVTVL,HSLGFVTVL		ENSP00000313885.7		NA		NA

		CESC1-A|NeoDisc_Paper|76168-TUM-1|long_1		19		12822400		C		T		TNPO2		M		306		I		143.5198434383		205.5717		55.01		M306I		LIPILVNGIKYSEIDIILLKGD		B3543		B5101,C0102,C1502		DRB4_01_03		DPA1_01_03__DPB1_04_01,DPA1_01_03__DPB1_04_02,DQA1_03_01__DQB1_03_01,DRB1_04_08,NA		0.043		0.0451		LIPILVNGMKYSEIDIILLKGD		0.101		0.575		LIPILVNGIKYSEIDIILLKG,LIPILVNGIKYSEIDIILLK,LIPILVNGIKYSEIDII,LIPILVNGIKY,IPILVNGIKY		ENSP00000349321.4		OTHER TUMOR DRIVER		PREDICTED DRIVER

		CESC1-A|NeoDisc_Paper|19353-TUM-11|long_1		3		195515629		G		A		MUC4		S		941		L		41.2635824412		37.0261		52.17		S941L		ASQATDTFSTVPPTPPLITSSGL		B5101		A2402,B3543,C0102,C1502		DQA1_03_03__DQB1_03_01		NA		0.003		1.39		ASQATDTFSTVPPTPPSITSSGL		0.003		0.783		SQATDTFSTVPPTPPLITSSGL,FSTVPPTPPLITSSGL,FSTVPPTPPLITSSG,FSTVPPTPPLITSS,FSTVPPTPPLITS,STVPPTPPLITS,STVPPTPPLIT,TVPPTPPLIT,VPPTPPLIT,VPPTPPLI		ENSP00000417498.3		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|36261-TUM-1|long_1		8		42260880		G		C		VDAC3		K		201		N		136.7638976232		84.9322		50.38		K201N		VNDGTEFGGSIYQKVNENIETSINL		A2402		A3101,C1502		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,DQA1_03_03__DQB1_03_01,NA		0.009		0.00356		VNDGTEFGGSIYQKVNEKIETSINL		0.004		0.00395		NDGTEFGGSIYQKVNENIETSINL,DGTEFGGSIYQKVNENIETSINL,SIYQKVNENIETSINL,SIYQKVNENIETS,IYQKVNENIETS,IYQKVNENI		ENSP00000022615.4		NA		NA

		CESC1-A|NeoDisc_Paper|9863-TUM-1|long_1		2		74177776		C		G		DGUOK		Q		170		E		59.3986088846		34.076		51.66		Q170E		FENGSLSDIEWHIYEDWHSFLLW		A2402		B3543,C0102,C1502		DPA1_01_03__DPB1_04_01		DQA1_03_03__DQB1_03_02,DRB1_04_08,NA		0.012		0.446		FENGSLSDIEWHIYQDWHSFLLW		0.003		0.676		GSLSDIEWHIYEDWHSFLLW,LSDIEWHIYEDWHSFLLW,IEWHIYEDWHSFLLW,HIYEDWHSFLLW,IYEDWHSFLLW,IYEDWHSFL		ENSP00000264093.4		NA		NA

		CESC1-A|NeoDisc_Paper|9463-TUM-2|long_1		2		61439058		C		G		USP34		E		2897		Q		76.9485698286		229.036		38.55		E2897Q		HASQYPGAVQELFNLMQLFIAQRPD		A2402		A3101,B3543,B5101,C0102,C1502		DRB1_04_04		DPA1_01_03__DPB1_04_01,DPA1_01_03__DPB1_04_02,DRB4_01_03,NA		0.015		0.581		HASQYPGAVEELFNLMQLFIAQRPD		0.024		0.643		HASQYPGAVQELFNLMQLFIAQ,HASQYPGAVQELFNLMQL,ASQYPGAVQELFNLMQL,SQYPGAVQELFNLMQL,SQYPGAVQELFNLM,SQYPGAVQELF,SQYPGAVQEL		ENSP00000381577.2		NA		NA

		CESC1-A|NeoDisc_Paper|23313-TUM-1|long_1		5		32243637		C		G		MTMR12		D		364		H		50.1620359957		49.1193		57.29		D364H		DIKWFSLLESSSWLHIIRRCL		A3101		A2402,B5101,C1502		DPA1_01_03__DPB1_04_01		DPA1_01_03__DPB1_04_02,NA		0.015		0.785		DIKWFSLLESSSWLDIIRRCL		0.044		0.356		WFSLLESSSWLHIIRRCL,LESSSWLHIIRRCL,LESSSWLHIIRR,SSSWLHIIRR,SSWLHIIRR		ENSP00000371577.3		NA		NA

		CESC1-A|NeoDisc_Paper|6428-TUM-1|long_1		1		183498075		A		C		SMG7		H		202		P		151.4972766873		130.2702		69.68		H202P		NGQPYNQLAILASSKGDPLTTIFYY		B3543		A2402,B5101,C0102,C1502		DRB1_04_04		DRB1_04_08,NA		0.027		0.316		NGQPYNQLAILASSKGDHLTTIFYY		1.482		0.648		GQPYNQLAILASSKGDPLTTIFYY,ILASSKGDPLTTIFYY,DPLTTIFYY		ENSP00000340766.2		NA		NA

		CESC1-A|NeoDisc_Paper|85234-TUM-1|long_1		22		38259032		C		G		EIF3L		F		164		L		127.8314321227		109.7115		45.62		F164L		FESYYNYCNLLNYILNADGPAPL		A2402		A3101,B3543,B5101,C1502		DRB1_04_04		DPA1_01_03__DPB1_04_01,NA		0.035		1.83		FESYYNYCNLFNYILNADGPAPL		0.013		4.96		SYYNYCNLLNYILNADGPAPL,SYYNYCNLLNYIL,SYYNYCNLLNYI,SYYNYCNLL		ENSP00000485663.1		NA		NA

		CESC1-A|NeoDisc_Paper|1515-TUM-1|long_1		1		27189761		G		A		SFN		E		20		K		1182.7603621259		890.9809		47.02		E20K		KAKLAEQAERYKDMAAFMKGAVEKG		A2402		A3101		DQA1_03_01__DQB1_03_02		DQA1_03_03__DQB1_03_02		0.172		1.15		KAKLAEQAERYEDMAAFMKGAVEKG		0.238		1.05		KAKLAEQAERYKDMAAFMKGAVEK,KAKLAEQAERYKDMAAFMKG,RYKDMAAFMKG,RYKDMAAFM		ENSP00000340989.4		NA		NA

		CESC1-A|NeoDisc_Paper|19353-TUM-8|long_1		3		195516719		G		A		MUC4		L		578		F		41.2635824412		37.0261		81.89		L578F		TQETGTTGEAFLSSPSYSVT		B3543		B5101,C0102,C1502		DPA1_01_03__DPB1_04_02		DPA1_01_03__DPB1_04_01,DQA1_03_01__DQB1_03_01,NA		0.016		0.27		TQETGTTGEALLSSPSYSVT		0.033		2.48		TGTTGEAFLSSPSYSVT,GEAFLSSPSYSVT,GEAFLSSPSYSV,GEAFLSSPSY		ENSP00000417498.3		OTHER TUMOR DRIVER		NA

		CESC1-A|NeoDisc_Paper|18911-TUM-1|long_1		3		180680837		G		A		FXR1		R		415		K		173.2194226362		191.3147		23.49		R415K		SVQGSRSYSGKGRGRR		A3101		NA		DQA1_03_03__DQB1_03_01		NA		0.013		11.8		SVQGSRSYSGRGRGRR		0.009		11.8		GSRSYSGKGRGRR,RSYSGKGRGRR,RSYSGKGRGR		ENSP00000513937.1		OTHER TUMOR DRIVER		NA





legend

		Sheet Name		Description

		MS_peptides (Optional)		Only available if mass-spectrometry analysis was turned on (-ms flag). Reports all tumor-specific antigens identified from immunopeptidomics data analysis

		Expressed_TAAs_peptides (Optional)		Only available if the -rna option was used and tumor-specific genes were found expressed. Reports prioritized predicted peptides from expressed tumor-specific genes

		VIRUS_RNA_HC_peptides		Only available if the -rna option was used and high-confidence viruses were detected. Reports prioritized predicted peptides from the identified viral proteome(s)

		Class_I		Reports all rule-based, ML-based and pre-selected class-I neoantigens

		Class_I_selection		Reports the selection of the top N (defined in the configuration file) predicted class-I neoantigens, prioritized by the ML algorithm. Note that MS identified neoantigens are placed at the top of the list, while non-predictable neoantigens and neoantigens derived from driver mutations (not covered in the top N) are reported at the bottom of the list

		Class_II		Reports all rule-based, ML-based and pre-selected class-II neoantigens

		Class_II_selection		Reports the selection of the top N (defined in the configuration file) predicted class-II neoantigens, prioritized by the ML algorithm. Note that MS identified neoantigens are placed at the top of the list, while non-predictable neoantigens and neoantigens derived from driver mutations (not covered in the top N) are reported at the bottom of the list

		long_peptides		Reports all rule-based, ML-based and pre-selected long neoantigens sequences

		long_peptides_selection		Reports the selection of the top N (defined in the configuration file) predicted long neoantigen sequences, prioritized by the ML algorithm. Note that long sequences covering MS identified neoantigens are placed at the top of the list, while non-predictable neoantigens and neoantigens derived from driver mutations (not covered in the top N) are reported at the bottom of the list
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